
TemPhD_cluster_42421 18174:31276(+)

20 21 22
DNA binding protein (CDS_0023)

24 25 26 27 28 29 30

transcriptional regulator (CDS_0031)

CapRel__CapRel (CDS_0032)
33 34

DNA methyltransferase (CDS_0035)

36 37 38
exonuclease (CDS_0039)

40

TemPhD_cluster_61248 18153:30807(+)

25 26 27 28 29 30

transcriptional regulator (CDS_0031)
CapRel__CapRel (CDS_0032)

33 34 35

IMGVR_UViG_2728369390_000001|2728369390|2728434761|880090-921175 18125:32250(+)

22 23 24 28 29 30 31 32 33

transcriptional regulator (CDS_0034)
CapRel__CapRel (CDS_0035)

36 37 38

TemPhD_cluster_25879 18174:32103(+)

25 26 27 28 29

transcriptional regulator (CDS_0030)

31

transcriptional regulator (CDS_0032)

CapRel__CapRel (CDS_0033)
34 35

DNA methyltransferase (CDS_0036)

40
exonuclease (CDS_0041)

43

TemPhD_cluster_50469 19946:30446(+)

29 30 31 32 33 anti-repressor Ant (CDS_0038) 39 40

TemPhD_cluster_62048 18348:27428(+)

25 26 27 28 29

TemPhD_cluster_61738 18223:28080(+)

anti-repressor Ant (CDS_0025)
CDS_0026

CDS_0027 DNA methyltransferase (CDS_0028)

TemPhD_cluster_43006 19522:29522(+)

anti-repressor Ant (CDS_0025)
CDS_0026

CDS_0027 DNA methyltransferase (CDS_0028)

TemPhD_cluster_50410 19522:30126(+)

25

transcriptional regulator (CDS_0026)

27
DNA methyltransferase (CDS_0028)

29 30

TemPhD_cluster_49723 19413:33208(+)

27 28 29 30 31

transcriptional regulator (CDS_0032)

33
DNA methyltransferase (CDS_0034)

35 39
transcriptional regulator (CDS_0040)

41

IMGVR_UViG_2660238681_000002|2660238681|2660334997|874237-913948 18293:30542(+)

26 27
transcriptional regulator (CDS_0028)

29 30 31 32 methyltransferase (CDS_0033)

IMGVR_UViG_2667527472_000001|2667527472|2667541894|95028-134504 17353:29621(+)

18 19 22
MADS__mad1 (CDS_0023)

25 26 27 28 29 30 33

IMGVR_UViG_2667527455_000002|2667527455|2667541872|491497-528076 15512:26689(+)

tail assembly chaperone (CDS_0016)
CDS_0017 CDS_0022

MADS__mad1 (CDS_0023)
CDS_0025 CDS_0026

IMGVR_UViG_2751186004_000001|2751186004|2751269360|242229-281671 18477:30418(+)

27 28 29
DNA methyltransferase (CDS_0030)

31 32

IMGVR_UViG_2516143078_000002|2516143078|2516152378|55295-94759 18498:30440(+)

25 26 27
DNA methyltransferase (CDS_0028)

29 30

TemPhD_cluster_32750 19487:30940(+)

27

transcriptional regulator (CDS_0028)

29
DNA methyltransferase (CDS_0030)

31 32 33

TemPhD_cluster_61905 15888:27703(+)

CDS_0017 CDS_0022
MymA operon (VF0840) (CDS_0023)

CDS_0024 DNA methyltransferase (CDS_0025)

5000 nt

DNA, RNA and nucleotide metabolism other tail transcription regulation unknown function Defence Virulence


