
uvig_374544 39929:46004(+)

CDS_0062
CDS_0063

CDS_0064

CDS_0065

CDS_0066 CDS_0067
CDS_0068

CDS_0069
CDS_0070

DNA methyltransferase (CDS_0071)

CDS_0072
CDS_0073

CDS_0074
CDS_0075

uvig_189511 37212:42413(+)

CDS_0061
CDS_0062

CDS_0064
CDS_0067

CDS_0068
CDS_0069

CDS_0071

IMGVR_UViG_3300045988_073839|3300045988|Ga0495776_147539 39848:49465(+)

CDS_0066
CDS_0067

CDS_0068

CDS_0070
CDS_0071

CDS_0072 CDS_0073 CDS_0076
CDS_0077

integrase (CDS_0078) CDS_0079
CDS_0080

CDS_0081

IMGVR_UViG_2837489595_000002|2837489595|2837489616|233571-297205 40017:49835(+)

CDS_0070
CDS_0071

CDS_0072 CDS_0073 CDS_0076

IMGVR_UViG_3300045988_068257|3300045988|Ga0495776_181528 39881:49570(+)

CDS_0069
CDS_0070

CDS_0071 CDS_0072

IMGVR_UViG_3300029021_000212|3300029021|Ga0169710_100082|35563-99206 41147:49878(+)

CDS_0071
CDS_0072

CDS_0073

IMGVR_UViG_3300045988_072701|3300045988|Ga0495776_187087 41010:50682(+)

66 71 72 73 74 75 79

IMGVR_UViG_3300045988_073587|3300045988|Ga0495776_163377 41010:51098(+)

71 72 73 74 75 79

uvig_546433 40064:44829(+)

68 69 70 71 72

uvig_570501 37991:42326(+)

CDS_0067
CDS_0068

CDS_0069

IMGVR_UViG_3300045988_057473|3300045988|Ga0495776_150080 37991:46111(+)

CDS_0067
CDS_0068

CDS_0069

uvig_252580 38207:42961(+)

66 67 68 69 70

uvig_152828_ 38197:43488(+)

65 66 67 68 69 70 71

uvig_242903 37965:46271(+)

67 68 69 70 71 72 73 76

uvig_153010_ 720:9284(-)

DnaC-like helicase loader (CDS_0002)34510111213141516

MGV-GENOME-0341769 40777:49440(+)

71 72 73 74 75 76 81

IMGVR_UViG_3300045988_056283|3300045988|Ga0495776_181487 41269:48201(+)

71 72 73 74 75 76

MGV-GENOME-0335193 38230:47671(+)

68 69 70 71 72 73 74 75

uvig_7535 38809:43892(+)

70 71 72 73 74 75 77

uvig_168914 37698:42663(+)

66 67 68 69 70

uvig_203689 36904:41869(+)

65 66 67 68 69

uvig_69120 41486:49124(+)

CDS_0073
CDS_0074

CDS_0075
CDS_0076 CDS_0081

MGV-GENOME-0346654 38759:47195(+)

62 66 67 68 69 70

uvig_480530 36981:42148(+)

65 66 67 68 69 70

uvig_285076 36874:45235(+)

67 68 69 70 71 72 77

IMGVR_UViG_3300045988_066632|3300045988|Ga0495776_160540 39426:46190(+)

67 68 69 70 71 72 transcriptional regulator (CDS_0078)

uvig_570878 39038:44038(+)

68 69 70 71 72 73

uvig_153113_ 39788:45706(+)

70 71 72 73 74 75

uvig_391604 41809:45563(+)

CDS_0070
CDS_0071

CDS_0072
CDS_0073

CDS_0074
CDS_0076

MGV-GENOME-0342060 39916:49323(+)

70 71 72 73 74 75 76

IMGVR_UViG_3300045988_041804|3300045988|Ga0495776_159473 39939:48328(+)

70 71 72 73 74 75 76

IMGVR_UViG_3300029819_000229|3300029819|Ga0245024_100019|49924-113465 39939:49409(+)

70 71 72 73 74 75 76

uvig_228742 39916:45409(+)

70 71 72 73 74 75 76

IMGVR_UViG_3300045988_185485|3300045988|Ga0495776_174726|51527-114073 40051:48415(+)

70 71 72 73 74 75 76

uvig_196337 40366:45440(+)

70 71 72 73 74

uvig_253688 38954:43814(+)

67 68 69 70 71

uvig_204853 39156:44011(+)

66 67 68 69 70

MGV-GENOME-0341347 39792:48424(+)

68 69 70 71 72

IMGVR_UViG_3300045988_084941|3300045988|Ga0495776_187298 41239:49567(+)

CDS_0070
CDS_0071

CDS_0072
CDS_0073

uvig_540040 38434:46842(+)

65 66 67 68 69 70 71

IMGVR_UViG_3300029235_000282|3300029235|Ga0168722_100016|122170-186979 40074:50677(+)

63 64 70 71 72 73 74 75

IMGVR_UViG_3300045988_078488|3300045988|Ga0495776_163139 40207:49383(+)

70 71 72 73 74 75

uvig_171555 38079:47516(+)

69 70 71 72 73 74

MGV-GENOME-0340713 39883:49283(+)

70 71 72 73 74 75

uvig_570704 40162:50712(+)

71 72 73 74 75 76 77 82 83

MGV-GENOME-0339641 40162:49413(+)

71 72 73 74 75 76 77

MGV-GENOME-0338025 39516:49919(+)

MazF-like growth inhibitor (CDS_0061)
63 69 70 71 72 73 74 75 76 81

Ma_2019_SRR341702_NODE_145_length_70438_cov_4.202407 37245:43271(+)

CDS_0066
CDS_0067

CDS_0068
CDS_0069

uvig_480304 40062:49946(+)

69 70 71 72 73 74 75

MGV-GENOME-0338114 40062:49739(+)

69 70 71 72 73 74 75

IMGVR_UViG_3300045988_063479|3300045988|Ga0495776_150498 40287:49697(+)

69 70 71 72 73 74

uvig_121109 40147:45994(+)

71 72 73 74 75

uvig_88279 36286:42905(+)

59 65 66 67 68 69

MGV-GENOME-0341641 39249:47177(+)

68 69 70 71 72

IMGVR_UViG_3300045988_062478|3300045988|Ga0495776_187978 36324:44508(+)

66 67 68 69 70

IMGVR_UViG_3300023492_000004|3300023492|Ga0257037_100229 39519:48700(+)

70 71 72 73 74 80

IMGVR_UViG_3300029087_000096|3300029087|Ga0169172_100048|38577-99524 36557:47183(+)

63 64 65 66 67

MGV-GENOME-0362110 41217:49040(+)

72 73 74 75 76 77

IMGVR_UViG_3300045988_072628|3300045988|Ga0495776_151568 36589:45223(+)

65 66 67 68 69 70

uvig_276363 41212:49093(+)

71 72 73 74 75 76

MGV-GENOME-0347720 41310:50056(+)

72 73 74 75 76 77 82 DNA invertase (CDS_0083)

uvig_390807 41310:46206(+)

72 73 74 75 76 77

IMGVR_UViG_3300045988_049407|3300045988|Ga0495776_187921 41175:47522(+)

71 72 73 74 75 76

IMGVR_UViG_3300045988_058052|3300045988|Ga0495776_056482 41223:48600(+)

72 73 74 75 76 77
RecT-like ssDNA annealing protein (CDS_0082)

replisome organizer (CDS_0083)

uvig_319761 39472:46105(+)

70 71 72 73 74

MGV-GENOME-0347120 37265:46189(+)

60 65 66 67 68 69

IMGVR_UViG_3300029032_000210|3300029032|Ga0169753_100038|2517-62145 35826:45513(+)

63 64 65 66 67

uvig_113150 35826:43963(+)

63 64 65 66 67

IMGVR_UViG_3300045988_068269|3300045988|Ga0495776_163506 41092:49042(+)

CDS_0072
CDS_0073

CDS_0074
CDS_0075 CDS_0081

IMGVR_UViG_3300029768_000349|3300029768|Ga0245196_100249|17707-81448 41026:49609(+)

CDS_0071
CDS_0072

CDS_0073
CDS_0074

IMGVR_UViG_3300014806_000269|3300014806|Ga0134388_1000077|6472-68108 36728:47480(+)

67 68 69 70 71 72 73 74

IMGVR_UViG_3300029229_000238|3300029229|Ga0167470_100314|6077-67460 36472:47227(+)

67 68 69 70 71 72 73 74

MGV-GENOME-0334962 36472:45129(+)

67 68 69 70 71 72 73 74

uvig_141066 36462:43239(+)

67 68 69 70 71 72 73 74

uvig_138266 39465:47753(+)

CDS_0072
CDS_0073

CDS_0074 CDS_0075CDS_0079

MGV-GENOME-0333523 37137:46619(+)

CDS_0065
CDS_0066

CDS_0067
CDS_0068

IMGVR_UViG_3300045988_071435|3300045988|Ga0495776_164001 37137:46619(+)

CDS_0065
CDS_0066

CDS_0067
CDS_0068

IMGVR_UViG_3300045988_111060|3300045988|Ga0495776_176886 37056:46560(+)

65 66 67 68 69

MGV-GENOME-0338009 39830:49754(+)

69 70 71 72 73 74

IMGVR_UViG_3300045988_044707|3300045988|Ga0495776_176977 37366:48389(+)

64 65 66 67 68 69 70 71

MGV-GENOME-0345374 36470:46512(+)

64 65 66 67 68 69

IMGVR_UViG_3300029536_000178|3300029536|Ga0244918_100228|2783-64806 38397:47865(+)

69 70 71 72 73 74

IMGVR_UViG_3300029132_000227|3300029132|Ga0168796_100044|101229-163816 37896:48429(+)

66 67 68 69 70 71

uvig_249576 38397:44944(+)

69 70 71 72 73 74

IMGVR_UViG_3300030320_000364|3300030320|Ga0244994_100121|49554-114109 39517:50390(+)

71 72 73 74 75 76 77

MGV-GENOME-0341665 39661:49469(+)

70 71 72 73 74 75 76

ivig_1948 34260:43234(+)

65 66 67 68 69

uvig_148606 39555:49707(+)

70 71 72 73 74 75

IMGVR_UViG_3300045988_061702|3300045988|Ga0495776_157612 35518:45282(+)

66 67 68 69 70 71

IMGVR_UViG_3300045988_044942|3300045988|Ga0495776_163614 39555:47434(+)

70 71 72 73 74 75

IMGVR_UViG_3300029215_000222|3300029215|Ga0167476_100026|92095-156221 40094:49992(+)

71 72 73 74 75

MGV-GENOME-0342596 40094:49472(+)

71 72 73 74 75

uvig_173859 37820:48793(+)

64 65 66 67 68

IMGVR_UViG_3300045988_073721|3300045988|Ga0495776_176881 37820:47639(+)

64 65 66 67 68

uvig_167863 37366:44287(+)

65 66 67 68 69 70 71 72

uvig_313838 38186:44484(+)

66 67 68 69 70 71

uvig_226709 32840:39443(+)

62 63 64 65 66 67

IMGVR_UViG_3300034415_000146|3300034415|Ga0168781_00179|3-61790 39910:47981(+)

68 69 70 71 72 73

MGV-GENOME-0334786 39798:47596(+)

71 72 73 74 75

MGV-GENOME-0334576 39189:47483(+)

68 69 70 71 72

uvig_240447 38318:42806(+)

CDS_0067
CDS_0068

CDS_0069
CDS_0070

uvig_256384 37336:43357(+)

67 68 69 70 71

uvig_443860_ 39769:47694(+)

70 71 72 73 74 75

IMGVR_UViG_3300029432_000376|3300029432|Ga0243805_100049|110956-173804 39769:48692(+)

70 71 72 73 74 75

uvig_368813 38475:47109(+)

CDS_0065
CDS_0066

CDS_0067
CDS_0068 CDS_0069

CDS_0072
CDS_0073

CDS_0074
CDS_0075

4000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function


