toxin-antitoxin systeﬂ-!icB-like (CDS_0019)
transcriptional repressor (CDS_0023)
Retron_VI_HTH (CDS_0025)

21 27 29
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MGV-GENOME-0210587 6743:21378(+)

toxin-antitoxin system HicB-like (CDS_0018)
transcriptional repressor (CDS_0022)
Retron VI_HTH (CDS_0024)
20 26
15 1617 1921 23| 25[27
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MGV-GENOME-0210257 6743:21322(+)

toxin-antitoxin systewicB—like (CDS_0026)
transcriptional repressor (CDS_0030)
Retron_VI__HTH (CDS_0032)

toxin (CDS_‘OO25)
metallo-endopeptidase (CDS_0020) 28 34
15 1617 18 19 2122 23 24 27129 31| 33[35
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uvig_414187 6743:27454(+)

transcriptional repressor (CDS_0026)
Retron_VI_HTH (CDS_0028)
holin (CDS_0018) 24 30
16 17 19 20 21 22 23 [25 27 | 2931
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uvig 71032 6738:26046(+)

transcriptional repressor (CDS_0022)
Retron VI_HTH (CDS_0024)
20 26
15 16 17 18 19 [21 23 | 25[27
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MGV-GENOME-0218646 6738:22843(+)

toxin-antitoxin system HicB-like (CDS_0021)
trar?criptional repressor (CDS_0023)
DNA polymerase (CD5_0022)
toxin (CDS_0020)Retron VI_HTH (CDS_0025)
15 16 17 18 19 T | | 247 26

MGV-GENOME-0230396 6738:24919(+)

toxin-antitoxin system HicB-like (CDS_0021)
transcriptional repressor (CDS_0023)
DNA polymerase (CD5_0022)
toxin (CDS_0020) ‘
15 16 17 18 19 24 25
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IMGVR_UViG_3300045988_142957|3300045988|Ga0495776_168357 6743:24522(+)

toxin-antitoxin system HicB-like (CDS_0020)
trarﬁ'iptional repressor (CDS_0022)
DNA polymerase (CDS_0021)
toxin (CDS_0019) transposase (CDS_0023)
15 16 17 integrase (CDS_0018) | 24 25 30

uvig_460139 6738:25315(+)

toxin-antitoxin system HicB-like (CDS_0023)

transposase (CDS_0020) T transcriptional repressor (CDS_0028)
toxin (CDS_0022) DNA polymerase (CD5_0027)
15 16 17 18 19 21 || 2425 26 | 29

OTU_3141 6798:27205(+)

toxin-antitoxin system HicB-like (CDS_0024)
?anscriptional repressor (CDS_0028)
Retron VI_HTH (CDS_0030)
DNA polymerase (CDS_0025)
holin (CDS_0018) integrase (CDS_0022) 26
15 16 17 19 20 21 toxin (CQS_‘OOZB) T27 29 31 32
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uvig 188838 6743:28471(+)

transcriptional repressor (CDS_0018)
15 16 17 19

MGV-GENOME-0193158 6738:18577(+)

transcriptional repressor (CDS_0017)
CDS_0016
CDS 0015 | | CDS.0018

MGV-GENOME-0186500 6738:17522(+)

transcriptional repressor (CDS_0018)
20
15 16 17 19]21
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MGV-GENOME-0194518 6756:19117(+)

transcriptional repressor (CDS_0018)

20
15 16 17 19]21
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MGV-GENOME-0202448 6756:18967(+)

tail fiber protein (CDS_0019)
RT_lII-AM_III-B_2 (CDS_0018) transcriptional repressor (CDS_0026)

peptidase (CDS_0021) DNA polymerase (CD5_0025) 29
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IMGVR_UViG_3300030352_000029|3300030352|Ga0244219_100566 6736:26265(+)

tail fiber assembly protein (CDS_0018)transcriptional repressor (CDS_0025)
metallo—ermpeptidase (CDS_0020) _r
DNA polymerase (CDS_0024)
RT_III-AM_III-B_2 (CDS_0017) 27
15 16 |19 | 2122 23 26 [28
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SAMNO5826884_al_ct4286 6757:25002(+)

transcriptional repressor (CDS_0024)
metallo-endopeptidase (CDS_0019)
tail fiber assembly protein (CDS_0017) DNA polymerase (CD.
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IMGVR_UViG_3300029578_000279|3300029578|Ga0245007_100182[40127-75204 6757:24593(+)

transcriptional repressor (CDS_0019)
DNA polymerase (C D5 0018) 22
16 17 | 20 21 [23

E#
|

MGV-GENOME-4400385 6736:20781(+)

transcriptional repressor (CDS_0018)
DNA polymerase (CD5_0017) 21
15 16 | 19 20 [22
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MGV-GENOME-0210938 6756:20188(+)

transcriptional repressor (CDS_0017)
DNA polymerase (CD5_0016) 20
15 18 19 [21
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MGV-GENOME-0201865 6757:19409(+)

tail fiber protein (CDS_0018)
17 metallo-endopeptidase (CDS_0020)
15 16 | 19 2122 23
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uvig 365303 6743:21447(+)

tail fiber protein (CDS_0018)
17 metallo-endopeptidase (CDS_0020)
15 16 | 19 2122
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MGV-GENOME-0201443 6743:20361(+)

toxin-antitoxin system HicB-like (CDS_0024)
trarﬁ'iptional repressor (CDS_0026)
Retron_VI_HTH (CDS_0027)
peptidase (CDS_0019)  toxin (CDS_0023) L I 29
15 16 17 18 | 2021  22DNApolymerase (CDS_0025) 28 [30

Han_2018_ERR1398110_NODE_286_length_34681 cov_11.402154 6743:26213(+)

toxin-antitoxin system HicB-like (CDS_0026)
transcriptional repressor (CDS_0028)
DNA po|ymerase (CD5_0027)
metallo-endopeptidase (CDS_0020) toxin (CDS_0025) ‘
15 1617 18 19 | 2122 23 24 \ 29
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uvig 197190 6743:26289(+)

toxin-antitoxin system HicB-like (CDS_0025)
DNA polymerase (CDS_0026)
peptidase (CDS_0020) toxin (CDS_0024)
15 1617 18 19 | 2122 23 \ 27 28
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IMGVR_UViG_3300045988_080066|3300045988|Ga0495776_104847 6743:25413(+)

transcriptional repressor (CDS_0026)
metallo-endopeptidase (CDS_0019) Retron_VI_HTH (CDS_0027)
15 16 17 18 2021 22 23 2425 | [ 28 29
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MGV-GENOME-0246064 6743:26506(+)

transcriptional repressor (CDS_0020)
Retron_VI_HTH (CDS_0021)
15 16 17 1819 | | 22 23

IMGVR_UViG_3300045988_114302|3300045988|Ga0495776_150677 6743:21986(+)

transcriptional repressor (CDS_0027)
peptidase (CDS_0020) Retron_VI_HTH (CDS_0028)
15 16 17 18 19 2122 23 24 25 26 \ 29
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Retron_VI_HTH (CDS_0019)
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MGV-GENOME-0202743 6743:20255(+)

Retron_VI_HTH (CDS_0016)
CDS_0015 | CDS_0017

MGV-GENOME-0187221 6743:17595(+)

Retron_VI__HTH (CDS_0019)
holin (CDS_0018) 21
15 16 17 [ 20[22

uvig_85361 6743:20807(+)

transcriptional regulator (CDS_0018)
15 16 17 Retron_VI_HTH (CDS_0019)

MGV-GENOME-0192808 6738:18235(+)

tail fiber assembly protein (CDS_0019)  transcriptional repressor (CDS_0027)

metallo-endopeptidase (CDS_0021) Retron_VI_HTH (CDS_0028)
RT_III-AM_III-B_2 (CDS_0018) 29
16 17 [20 | 2223 24 25 26 T30

MGV-GENOME-0231785 6743:25456(+)

tail fiber assembly protein (CDS_0019)
transcriptional repressor (CDS_0026)

metallo-endopeptidase (CDS_0021)  Retron_VI_HTH (CDS_0027)

RT_III-AM_III-B_2 (CDS_0018) ‘ 28

16 17 20 2223 24 25 T29
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IMGVR_UViG_3300045988_116206|3300045988|Ga0495776_157239 6743:24921(+)

transcriptional repressor (CDS_0026)
tail fiber assembly protein (CDS_0019) Retron_VI_HTH (CDS_0027)
metallo-endopeptidase (CDS_0021) ‘ 28
16 17 18 20 2223 24 25 T29
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GV-GENOME-0294087 6743:24921(+)

tail fiber assembly protein (CDS_0018)
transcriptional repressor (CDS_0025)
metallo-endopeptidase (CDS_0020)
RT_III-AM_III-B_2 (CDS_0017) 22 27
15 16 [19 | 21] 23 24 26]28 33 34
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uvig 239843 6736:24421(+)

tail fiber assembly protein (CDS_0018)
transcriptional repressor (CDS_0026)

RT_III-AM_III-B 2 (CDS_0017) Retron_VI_HTH (CDS_0027)
peptidase (CDS_0020) 28
15 16 [19 [ 2122 23 24 25 129

MGV-GENOME-0228600 6752:24488(+)

tail fiber assembly protein (CDS_0018)
metallo-endopeptidase (CDS_0020)
RT_II-AM_III-B_2 (CDS_0017)
15 16 [19 | 2122 23 28 replication terminator (CDS_0029)
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MGV-GENOME-0207142 6757:21770(+)

tail fiber assembly protein (CDS_0018)
DNA methyTpnifgrase (CDS_0020)
RT_III-AM_III-B_2 (CDS_0017) Retron_VI_HTH (CDS_0023)

peptidase (CDS_0021)
holin (CDS_0022) transcriptional repressor (CDS_0027)
15 16 19 | [24 25 26 28
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uvig 591025 6743:25461(+)

tail fiber assembly protein (CDS_0018)
RT_III-AM_III-B_2 (CDS_0017)
peptidase (CDS_0020) transcriptional repressor (CDS_0025)
15 16 |19 21 22 23 24 26
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MGV-GENOME-0256121 6757:25334(+)

tail fiber assembly protein (CDS_0019)
RT_III-AM_III-B_2 (CDS_0018)
peptidase (CDS_0021) transcriptional repressor (CDS_0025)
16 17 20 22 23 24 26

T
k
-

MGV-GENOME-0231423 6737:25385(+)

transcriptional repressor (CDS_0020)
18 19 21
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MGV-GENOME-0211502 6737:21792(+)

transcriptional repressor (CDS_0018)
15 16 17 19
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MGV-GENOME-0198111 6757:19124(+)
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