RT_II-AM_III-B_2 (CDS_0025)
endolysin (CDS_0030)

CDS_0027
tail fiber protein (CDS_0024) CDS 0029 CDS_0035
CDS ooza CDS_0026 | CDS0031  CDS 0033 | CDS 0036
CDS_0022 2Ds_0f ooza CDS_0032|CDS_0034]

I I
IMGVR_UViG_3300014028_000159|3300014028|Ga0117810_1000001(85110-130189 16832:28316(+)

endolysin (CDS_0030)
CDS_0029 CDS_0031

I I
IMGVR_UViG_3300045988_162930|3300045988|Ga0495776_093145 16845:28029(+)

endolysin (CDS_0029) CDS_0031
CDS_0028] CDS_0030

uvig_3489 16513:28132(+)

CDS_0029
CDS_0028
|| cps 0030  cDs 0032

IMGVR_UViG_3300029705_000248|3300029705|Ga0224414_10008442 16014:26714(+)

clamp loader of DNA polymerase (CDS_0031)
endolysin (C| DS_0030)
CDS_0029 | cDs 0032

IMGVR_UViG_3300029579_000251|3300029579|Ga0244893_100069(49816-95494 16850:28746(+)

endolysin (CDS_0029)
CDS_0030
CDS_0028 | cps 0031

|
v,

SAMN11895557_al_ct12408_vs1 16510:27740(+)

endolysin (CDS_0030)
recD_IV-D_1 (CDS_0031)
29 32 33 34

|
B
|

MGV-GENOME-0308144 16849:30531(+)

endolysin (CDS_0030)
CDS_0029 CDS_0031 CDS_0036

IMGVR_UViG_3300045988_148404|3300045988|Ga0495776_135556 16846:26225(+)

CDS_0029
CDS_0028
| | cps_0030 CDS_0035

MGV-GENOME-0321143 16068:25251(+)
endolysin (CDS_0030) BSH (VF0350) (CDS_0033)

29 31 32 34 35 casé_|_II_II_IV_V_VI_14 (CDS_0036)
EEEETTT{ DO DT -CT-E-b
uvig_195823 16842:32471(+)

CDS_0028

CDS_0026 CDS_0029CDS 0030

MGV-GENOME-0290969 16553:27200(+)

endolysin (CDS_0030) peptide deformylase (CDS_0038)
29 31 32 33 34 35 36 37 | 39

IMGVR_UViG_3300029720_000416|3300029720|Ga0245229_1000006|228101-280003 16842:35094(+)

O-antigen (VF0392) (CDS_0031)
29 Sortase B (VF0789) (CDS_0037)
28T 30 32 33 34 35 36 38 3940 41 43

|
%
#

uvig_78890 16068:38717(+)

endolysin (CDS_0029)
CDS_0026
TCDS 0028 CDS_0030

L
1

MGV-GENOME-0289137 16640:28240(+)

endolysin (CDS_0029)
CDS_0028

uvig_25820 16640:27179(+)

baseplate wedge subunit (CDS_0020) endolysin (CDS_0029)
T tail fiber protein (CDS_0023) CDS_0028
BEDEC {1 DEOHED-CE-EHD

uvig 125866 16155:26717(+)
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