
MGV-GENOME-0088073 9008:14473(+)

CDS_0009

holin (CDS_0010)
endolysin (CDS_0011)

CDS_0012
CDS_0013

CDS_0014
CDS_0015

CDS_0016 CDS_0017 CDS_0018

uvig_250610 6842:14452(+)

CDS_0008 CDS_0014

uvig_546523 8489:13888(+)

CDS_0014

uvig_127683 225:5559(-)

CDS_0004CDS_0005CDS_0008

MGV-GENOME-0087155 218:7766(-)

CDS_0004

uvig_380636 6248:13752(+)

CDS_0012 CDS_0014

SAMN00993243_b1_ct53_vs02 5971:14601(+)

lower collar (CDS_0007) CDS_0012
CDS_0013

CDS_0014 CDS_0017

uvig_556279 38:8223(-)

CDS_0006
CDS_0007

uvig_382714 5706:13358(+)

CDS_0011 CDS_0012

MGV-GENOME-0079068 5648:13679(+)

CDS_0011 CDS_0012

MGV-GENOME-0084421 212:8232(-)

CDS_0006CDS_0007

uvig_257319 5590:13620(+)

CDS_0011 CDS_0012

MGV-GENOME-0079235 5636:13691(+)

CDS_0011
CDS_0012

MGV-GENOME-0084714 222:8733(-)

DNA methyltransferase (CDS_0006)CDS_0007

uvig_500257 243:8306(-)

CDS_0007CDS_0008

MGV-GENOME-0079133 5867:13903(+)

CDS_0012 CDS_0013

uvig_83932 6064:14656(+)

CDS_0012
CDS_0013

CDS_0014

MGV-GENOME-0085261 5188:14221(+)

upper collar connector (CDS_0006) CDS_0011 CDS_0012

MGV-GENOME-0082574 145:8094(-)

CDS_0006

uvig_3746 229:8408(-)

CDS_0006

uvig_195653 6031:14217(+)

CDS_0012 CDS_0013

uvig_184250 199:7878(-)

CDS_0004
CDS_0007

CDS_0008

MGV-GENOME-0080024 5638:13860(+)

CDS_0011
CDS_0012

CDS_0013

uvig_569689 5429:13602(+)

CDS_0012 CDS_0013

uvig_246738 6039:14685(+)

12 13 14 15 16

MGV-GENOME-0081096 218:8423(-)

CDS_0006
CDS_0007

MGV-GENOME-0080536 5603:13808(+)

CDS_0011 CDS_0012

uvig_215196 129:8306(-)

CDS_0006CDS_0007

uvig_276830 6135:14854(+)

CDS_0012
CDS_0013

CDS_0014
CDS_0015

uvig_23333 217:8604(-)

CDS_0006CDS_0007

MGV-GENOME-0085803 121:8353(-)

CDS_0006CDS_0007

MGV-GENOME-0090077 181:8735(-)

CDS_0006
CDS_0007

MGV-GENOME-0090513 222:9712(-)

CDS_0006
CDS_0007

MGV-GENOME-0078705 38:8360(-)

CDS_0006
CDS_0007

MGV-GENOME-0085398 215:8793(-)

CDS_0006
CDS_0007

CDS_0008

Ma_2019_SRR341691_NODE_1164_length_14946_cov_41.939024 225:8825(-)

CDS_0007
CDS_0008

uvig_383441 6085:14291(+)

CDS_0012
CDS_0013

CDS_0014

uvig_435213_ 6116:14979(+)

CDS_0012 DNA methyltransferase (CDS_0013)

MGV-GENOME-0092807 5184:14900(+)

CDS_0011
CDS_0012

CDS_0013

uvig_44809 95:9193(-)

CDS_0006

MGV-GENOME-0084171 224:9133(-)

CDS_0006

MGV-GENOME-0085563 223:9471(-)

CDS_0006CDS_0007

SAMN00792056_a1_ct67736_vs1 782:6038(-)

CDS_0004CDS_0005

3000 nt

DNA, RNA and nucleotide metabolism connector lysis other tail unknown function


