
IMGVR_UViG_3300029841_000296|3300029841|Ga0245272_100566|194-62565 22944:30061(+)

CDS_0025
CDS_0026

hemolysin (CDS_0027)

holin (CDS_0028)
endolysin (CDS_0029)

CDS_0030
CDS_0031

CDS_0032

CDS_0033

CDS_0034
CDS_0035

CDS_0036

CDS_0037

MGV-GENOME-0334089 22936:30161(+)

CDS_0031

uvig_548218 22942:30037(+)

CDS_0032 CDS_0035

uvig_70301 23663:31663(+)

ABC transporter (CDS_0033)

CDS_0034
CDS_0035

MGV-GENOME-0336769 23663:31292(+)

CDS_0033 CDS_0034

MGV-GENOME-0335478 22747:29723(+)

CDS_0031 CDS_0032

MGV-GENOME-0336103 22944:29712(+)

CDS_0031

MGV-GENOME-0334664 23098:29983(+)

CDS_0031

MGV-GENOME-0330722 24051:31020(+)

CDS_0032

uvig_407395 22935:30565(+)

FbpABC (VF0272) (CDS_0031)

uvig_55067 22927:30192(+)

CDS_0032

IMGVR_UViG_3300029871_000316|3300029871|Ga0245314_100132|34304-98191 23635:31949(+)

CDS_0032

IMGVR_UViG_3300007184_000267|3300007184|Ga0103258_100065|2584-65413 22939:30609(+)

CDS_0031

IMGVR_UViG_3300045988_080151|3300045988|Ga0495776_090427 22938:29779(+)

CDS_0032

MGV-GENOME-0336580 23881:31051(+)

CDS_0032

uvig_201726 22937:30170(+)

ABC transporter (CDS_0031)

IMGVR_UViG_3300045988_074487|3300045988|Ga0495776_174363 22796:29779(+)

CDS_0032

uvig_47681 22935:30888(+)

CDS_0031
CDS_0032

uvig_208103 22936:32235(+)

CDS_0031
CDS_0032

CDS_0033

uvig_145906 22927:30821(+)

RegX3 (VF0858) (CDS_0033)

uvig_523141 22983:32029(+)

RegX3 (VF0858) (CDS_0032)
vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0033)

CDS_0034

IMGVR_UViG_2915456410_000001|2915456410|2915456435|10801-74612 22930:32850(+)

CDS_0032
CDS_0033

RegX3 (VF0858) (CDS_0034)

CDS_0035

MGV-GENOME-0344020 22826:33722(+)

CDS_0031
CDS_0032

CDS_0033

MGV-GENOME-0335875 23004:30582(+)

CDS_0032
CDS_0033

CDS_0034

IMGVR_UViG_3300029371_000056|3300029371|Ga0243958_100379 22947:30570(+)

CDS_0033
CDS_0034

CDS_0035

uvig_119630 22928:30683(+)

CDS_0031
CDS_0032

CDS_0033

IMGVR_UViG_3300029712_000006|3300029712|Ga0245206_100629 24055:32528(+)

RegX3 (VF0858) (CDS_0032)

CDS_0033

vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0034)

CDS_0035

IMGVR_UViG_3300014553_000163|3300014553|Ga0134451_100101|19285-78513 23526:29556(+)

CDS_0032 CDS_0038

IMGVR_UViG_3300045988_088006|3300045988|Ga0495776_166641 22942:34094(+)

CDS_0031
CDS_0032

CDS_0033HspX (VF0301) (CDS_0034)

IMGVR_UViG_3300014783_000004|3300014783|Ga0134390_100203 22953:33448(+)

Siderophore-dependent iron uptake system (VF0738) (CDS_0031)

CDS_0032
CDS_0033

CDS_0034

uvig_192187 22935:33020(+)

ABC transporter (CDS_0031)

32
DNA helicase (CDS_0033)

343536

IMGVR_UViG_3300029870_000004|3300029870|Ga0245312_100198 22935:33123(+)

31
DNA helicase (CDS_0032)

333435

uvig_47163 22926:33569(+)

Siderophore-dependent iron uptake system (VF0738) (CDS_0031)

32
excisionase (CDS_0033)
RegX3 (VF0858) (CDS_0034)

35 36

IMGVR_UViG_3300029436_000157|3300029436|Ga0243833_1000230 22935:36164(+)

ABC transporter (CDS_0031)

32 33 34
excisionase (CDS_0035)

RegX3 (VF0858) (CDS_0036)
MprAB (VF0298) (CDS_0037)

38

IMGVR_UViG_3300029359_000113|3300029359|Ga0243835_1000253 22935:33976(+)

ABC transporter (CDS_0031)
32 33

vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0034)

35

IMGVR_UViG_3300029620_000133|3300029620|Ga0245130_100520 22944:34551(+)

31
VirR/VirS two component system (VF0729) (CDS_0032)

33 34 35 36

uvig_570103 22763:33570(+)

Siderophore-dependent iron uptake system (VF0738) (CDS_0031)

3233
34

35 36 37

MGV-GENOME-0347946 22936:33783(+)

Siderophore-dependent iron uptake system (VF0738) (CDS_0031)
32 33 34 3536

uvig_558791 22942:35247(+)

32 33 34 35 36 37
Retron_VI__HTH (CDS_0038)

39

MGV-GENOME-0337339 22999:30691(+)

CDS_0026 CDS_0031 CDS_0036

uvig_468759 22945:30661(+)

CDS_0031

MGV-GENOME-0334392 22945:30661(+)

CDS_0031

MGV-GENOME-0335242 22940:29821(+)

CDS_0032

uvig_247704 22835:35056(+)

31 32 33
34

35
36

uvig_293318 23764:34653(+)

Siderophore-dependent iron uptake system (VF0738) (CDS_0032)
CDS_0033

vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0034)

CDS_0035

MGV-GENOME-0337334 23966:31901(+)

CDS_0033

Ma_2019_SRR413678_NODE_464_length_62005_cov_3.503471 22932:31097(+)

CDS_0032 CDS_0033

uvig_260697 22935:35654(+)

31 32 33 34
35

36 37

RegX3 (VF0858) (CDS_0038)

39

IMGVR_UViG_3300014548_000137|3300014548|Ga0134459_100115|12628-79350 22934:34965(+)

CDS_0031 CDS_0032
RegX3 (VF0858) (CDS_0033)

CDS_0034

uvig_434783_ 22444:34048(+)

24
integrase (CDS_0030)

ABC transporter (CDS_0031)

32 33
34

35

36 37

uvig_434331 22444:32417(+)

30

ABC transporter (CDS_0031)

32 33

34
35

36

IMGVR_UViG_3300045988_105758|3300045988|Ga0495776_111879 22623:29946(+)

CDS_0030 CDS_0031

MGV-GENOME-0335773 22623:29774(+)

CDS_0030

IMGVR_UViG_3300029370_000216|3300029370|Ga0243957_100074|17052-79340 22625:30447(+)

CDS_0031
CDS_0032

CDS_0033

IMGVR_UViG_3300029405_000067|3300029405|Ga0243959_100356 22625:33243(+)

31 32 33 34 35

IMGVR_UViG_3300029426_000071|3300029426|Ga0242789_100473 22740:32207(+)

CDS_0025

HitABC (VF0268) (CDS_0031)

CDS_0032
CDS_0033

IMGVR_UViG_3300029428_000078|3300029428|Ga0242788_100495 22621:30157(+)

CDS_0031 CDS_0032

IMGVR_UViG_3300029395_000050|3300029395|Ga0243972_100360 22355:29785(+)

CDS_0025 CDS_0031 CDS_0032

uvig_508104 21435:28403(+)

Reverse transcriptase (CDS_0023)
RT_III-AM_III-B_2 (CDS_0029)

CDS_0030

IMGVR_UViG_3300045988_074105|3300045988|Ga0495776_054637 21447:27800(+)

CDS_0029

uvig_401717 22371:30448(+)

endolysin (CDS_0031)

IMGVR_UViG_3300029367_000071|3300029367|Ga0243974_100040|3005-67603 22355:31556(+)

Siderophore-dependent iron uptake system (VF0738) (CDS_0031)

CDS_0032
CDS_0033

transposase (CDS_0034)

MGV-GENOME-0346520 22756:38797(+)

31 32 33 34 35 36 37 38

uvig_197096 23882:40697(+)

ABC transporter (CDS_0032)
33 34 35 36 37 38 39

40
41

uvig_440900_ 22487:29602(+)

integrase (CDS_0030)
ABC transporter (CDS_0031)

CDS_0032 DnaC-like helicase loader (CDS_0037)

uvig_16630 22641:29899(+)

ABC transporter (CDS_0031)

uvig_459666_ 22817:29517(+)

endolysin (CDS_0031)

uvig_168810 23955:30891(+)

HitABC (VF0268) (CDS_0032)

uvig_189405 22934:29938(+)

CDS_0031

uvig_284402 22795:28941(+)

CDS_0031

uvig_274073 22807:29718(+)

ABC transporter (CDS_0032)

uvig_82291 22664:29596(+)

ABC transporter (CDS_0031)
CDS_0032

uvig_215683 22932:31289(+)

CDS_0032
CDS_0033

Sigma L (VF0855) (CDS_0034)

uvig_191443 22935:31782(+)

ABC transporter (CDS_0031)
CDS_0032

vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0033)

uvig_112724 22936:31676(+)

FbpABC (VF0272) (CDS_0031)
CDS_0032

vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0033)

uvig_273265 22940:37783(+)

FbpABC (VF0272) (CDS_0031)
32

vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0033)

34

arsinothricin resistance N-acetyltransferase ArsN1 family A (NF040503.1) (CDS_0035)

3637
38

39
40

RegX3 (VF0858) (CDS_0041)

uvig_565936 22630:33003(+)

holin (CDS_0028) 31 32
33
34

35
36

37
38

39 40

uvig_559509 19121:29493(+)

tail fiber protein (CDS_0022)
holin (CDS_0028)

MGV-GENOME-0336589 24857:33761(+)

CDS_0034 CDS_0040

MGV-GENOME-0334530 23677:31273(+)

CDS_0033

IMGVR_UViG_3300008640_000348|3300008640|Ga0111422_100088|27315-96922 22786:37162(+)

Siderophore-dependent iron uptake system (VF0738) (CDS_0031)
32 33 34 35 36 37 38

uvig_56024 22826:38347(+)

Siderophore-dependent iron uptake system (VF0738) (CDS_0031)

32 33 34 35
36

37 38 39 40

uvig_338140 22935:37669(+)

Siderophore-dependent iron uptake system (VF0738) (CDS_0031)

32 33 34 35
36

37
38

3940 41 42

uvig_339984 23951:43463(+)

ABC transporter (CDS_0033)
34 3536 37 38 39 40 41 42

VirR/VirS two component system (VF0729) (CDS_0043)
44 45 46

uvig_392603 22451:34602(+)

ABC transporter (CDS_0031)

32 33 34
RegX3 (VF0858) (CDS_0035)

vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0036)

37

uvig_64410 23865:36721(+)

ABC transporter (CDS_0032)

33 34

acetyltransferase (CDS_0035)

36
RegX3 (VF0858) (CDS_0037)

vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0038)

39

uvig_235321 23769:41284(+)

32
RegX3 (VF0858) (CDS_0033)

vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0034)
MntABC (VF0455) (CDS_0035)

36 37 38 39 40 41
ABC transporter (VF0818) (CDS_0042)

43

IMGVR_UViG_3300029074_000033|3300029074|Ga0169214_10037|126022-198025 22925:39702(+)

31 32 33 34
35

36 37 38
39

40 41
RegX3 (VF0858) (CDS_0042)

43

uvig_5932 23056:38133(+)

31
32 33 34 35 36

37
38 39 4041 42

IMGVR_UViG_3300008077_000262|3300008077|Ga0105964_1000204 22753:50618(+)

Siderophore-dependent iron uptake system (VF0738) (CDS_0031)

32 3334 35 36

excisionase (CDS_0037)

38 39

Tyrosine phosphatase (VF0852) (CDS_0040)

structural protein with Ig domain (CDS_0041)
42 43

AbiD__AbiD (CDS_0044)

45 46
RegX3 (VF0858) (CDS_0047)

vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0048)

49

uvig_14856 23647:37759(+)

32 33
34

35
36

replication initiation protein (CDS_0037)

38
39

40 41
42

43 44 47

uvig_62380 23647:35688(+)

32 33
34

35
36

replication initiation protein (CDS_0037)

38
39

40

IMGVR_UViG_3300029750_000059|3300029750|Ga0242832_100306 23636:41521(+)

FbpABC (VF0272) (CDS_0033)
34 35 36 37 38 39

40
41

excisionase (CDS_0042)
RegX3 (VF0858) (CDS_0043)

vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0044)

45 46 47

IMGVR_UViG_3300029325_000076|3300029325|Ga0242844_100309 23636:33448(+)

FbpABC (VF0272) (CDS_0033)
CDS_0034

CDS_0035

uvig_533829 21435:31195(+)

Reverse transcriptase (CDS_0029)
30

31 32 33 34 35

IMGVR_UViG_3300045988_140469|3300045988|Ga0495776_181351 21435:30831(+)

29 30 31 32 33 34

MGV-GENOME-0350256 21575:32427(+)

transcriptional repressor (CDS_0029)
30 31 32 33

uvig_107825 22666:42505(+)

ABC transporter (CDS_0031)
32 33

34
35 36 37 38

39
40 41 42 43

MGV-GENOME-0348803 22666:34740(+)

31
32

33 34 35 36

uvig_431173 22621:44682(+)

32 33 34 35 36 37
ABC transporter (CDS_0038)

39 4041
42

43 44 45 46

uvig_431232 22621:39089(+)

31 32 33
FbpA/Fbp68 (VF0595) (CDS_0034)

35

guanylate kinase (CDS_0036)

37 38 39

uvig_452837 1:17147(-), 72113:80329(-)

123
AbiD__AbiD (CDS_0004)

56

WYL_I_II_III_IV_V_VI_1 (CDS_0007)

89

transposase (CDS_0010)

11
12

13

Siderophore-dependent iron uptake system (VF0738) (CDS_0014)

118119120

MprAB (VF0298) (CDS_0121)

RegX3 (VF0858) (CDS_0122)
partition protein (CDS_0123)

124

uvig_497393 1:8160(-), 61933:69049(-)

1234

Siderophore-dependent iron uptake system (VF0738) (CDS_0005)

113114115

MprAB (VF0298) (CDS_0116)
RegX3 (VF0858) (CDS_0117)

118

uvig_287002 22945:43698(+)

31 32
33

34 35 36 37 38
39

40
41

42 43 44 45 46 47

IMGVR_UViG_3300045988_109447|3300045988|Ga0495776_166772 22945:36279(+)

ABC transporter (CDS_0031)

32
33

34 35 36 37

uvig_74312 22936:42652(+)

Siderophore-dependent iron uptake system (VF0738) (CDS_0031)

32 33 34

35
36

3738 39 40
41

42

BlaR1 family beta-lactam sensor/signal transducer (NF000326.1) (CDS_0043)
mecA-type methicillin resistance repressor MecI (NF000243.1) (CDS_0044)

45
46

47 48

Sigma L (VF0855) (CDS_0049)

50 51

uvig_54600 24055:56605(+)

32 33 34 35
ABC-F type ribosomal protection protein OptrA (NF000514.1) (CDS_0036)

37 38 39 40 41 42 43 44

multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0045)

46 47
HitABC (VF0268) (CDS_0048)

49 50

uvig_10633 22944:43428(+)

Siderophore-dependent iron uptake system (VF0738) (CDS_0031)

32
33

34 35 3637
38

39
40

4142 43

FosM family fosfomycin resistance protein (NF038306.1) (CDS_0044)

45 46

type A chloramphenicol O-acetyltransferase (NF000491.1) (CDS_0047)

48
49

50
51 52

GTP-binding domain (CDS_0053)
Retron_VI__HTH (CDS_0054)

55 56

uvig_45063 22944:41907(+)

Siderophore-dependent iron uptake system (VF0738) (CDS_0031)

32
33

34 35 36
37

3839 40

FosM family fosfomycin resistance protein (NF038306.1) (CDS_0041)

42 43

type A chloramphenicol O-acetyltransferase (NF000491.1) (CDS_0044)

45
46

47
48

transcriptional regulator (CDS_0049)
GTP-binding domain (CDS_0050)

Retron_VI__HTH (CDS_0051)

52 53

uvig_62667 22644:43165(+)

31 32 33 34 35 36 37 38

D-lactate dehydrogenase VanH (NF000492.1) (CDS_0039)

40 41 42 43
ABC-type heme transporter (VF0739) (CDS_0044)

45

uvig_137023 22593:48715(+)

mupirocin-resistant isoleucine--tRNA ligase MupA (NF000257.1) (CDS_0030)

31 32 33
DNA polymerase (CDS_0034)

phosphofructokinase (CDS_0035)

NshR/TsnR family 23S rRNA methyltransferase (NF000477.1) (CDS_0036)

37 38

ABC-F type ribosomal protection protein OptrA (NF000514.1) (CDS_0039)

RegX3 (VF0858) (CDS_0040)
MprAB (VF0298) (CDS_0041)

42

uvig_520408 22616:55870(+)

30 31 32 33 34
ABC transporter (VF0818) (CDS_0035)

ABC transporter (VF0818) (CDS_0036)

37 38 39 40
41

42
43

44 45 46
47

48
49

50 51 52 53 54 55 56
DNA helicase (CDS_0057)

BSH (VF0350) (CDS_0058)

59
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