hemolysin (CDS_0027)
holin (CDS_0028)

CDS_0025
tail protein (CDS_0021) CDS_0024
tail fiber protein (CDS_0022) CDS_0023 ~C€D5_0026 endolysin (CDS_0029)
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i

uvig_520408 18220:24917(+)
CDS_0026

IMGVR_UViG_3300045988_140469|3300045988|Ga0495776_181351 182_32:23945(+)
CDS_0026 CDS_0030

IMGVR_UViG_3300008585_000065|3300008585|Ga0111082_100220 182_36:26809(+)

CDS_0031
CDS_0026 T DNAhelicase (CDS_0032)

uvig 468759 18237:28814(+)

CDS_0026

IMGVR_UViG_3300045988_090940[3300045988|Ga0495776_130315 182_40:28651(+)
CDS_0026 CDS_0031

MGV-GENOME-0337339 18290:28844(+)
CDS_0026 CDS_0031

MGV-GENOME-0334392 18237:28814(+)

ABC transporter (CDS_0032)
CDS_0027 CDS_0033

!#

uvig 309732 19050:28622(+)

transposase (CDS_0027)

CDS_0026

IMGVR_UViG_3300045988_062350|3300045988|Ga0495776_151800 18230:29474(+)

CDS, -9034
CDS_0033
CDS_0027 HitABC (VF0268) (CDS_0032) || CDS_0035
Y Y ey I W) 5 W5 W o W WYY,
uvig_290219 18420:28377(+)
CDS_0025
tail protein (CDS_0020) T cbs_0026

uvig 431232 17163:26934(+)

CDS_0026
| cps_0027

MGV-GENOME-0335600 18291:29853(+)

CDS_0025
T cps_0026 CDS_0031

IMGVR_UViG_3300029428_000078|3300029428|Ga0242788_100495 17163:29124(+)

CDS_0025
T cps_0026 CDS_0032

IMGVR_UViG_3300029426_000071|3300029426|Ga0242789_100473 17282:31174(+)

CDS_0025
T cps_0026 CDS_0031

IMGVR_UViG_3300029395_000050|3300029395|Ga0243972_100360 16897:28754(+)

CDS_0025
| cps_0026 ABC transporter (CDS_0031)

uvig_16630 17188:28009(+)

CDS_0026 CDS_0033
T cps_0027 €DS_0032 ] CDS_0034

uvig 41597 17172:27717(+)

CDS_0025 CDS_0026

uvig 392603 16992:26713(+)

CDS_0025 CDS_0026

uvig_591564 17180:28648(+)

CDS_0020 CDS_ 0019

uvig_452837 12914:22605(-)

CDS_0025 CDS_0026

MGV-GENOME-0348803 17213:26915(+)

CDS_0025
| cDs_0026

IMGVR_UViG_3300029367_000071|3300029367|Ga0243974_100040[3005-67603 168;26588&)

CDS_0025 CDS_0026 CDS_0032

uvig_29095 16818:27542(+)

CDS 0024  CDS.0027
CDS_0025 | CDS_0028

CDS_0020

IMGVR_UViG_3300029750_000059|3300029750|Ga0242832_100306 17769:27810(+)
CDS_0027 CDS_0028

IMGVR_UViG_3300029410_000306|3300029410|Ga0242843_100090[20263-82158 17769:2%53&)

FbpABC (VF0272) (CDS_0033)
CDS_0034
CDS_0027 CDS_0028 CDS_0035

IMGVR_UViG_3300029325_000076|3300029325|Ga0242844_100309 17769:32415(+)

Reverse transcriptase (CDS_0024)
CDS_0027 CDS_0028

%4

IMGVR_UViG_3300006257_000010|3300006257|Ga0099346_100253 16915:28793(+)

Reverse transcriptase (CDS_0013)
CDS_0010

%#

uvig 497393 4236:12686(-)

Reverse transcriptase (CDS_0024)

CDS_0028
I R —e W N W Ve W, 0 D o
uvig 339984 18182:27890(+)
CDS_0019 CDS_0024CDS_0025 CDS_0028

IMGVR_UViG_3300045988_097757|3300045988|Ga0495776_111745 17068:25653(+)
Reverse transcriptase (CDS_0024) CDS_0025

uvig 339792 17356:25941(+)

CDS_0023 CDS_0024

uvig 417781 16229:23967(+)

RT_III-AM_III-B_2 (CDS_0023)
CDS_0024

i+
i

IMGVR_UViG_3300029369_000002|3300029369|Ga0243960_100389 16346:24926(+)

CDS_0024
| cps_0025

IMGVR_UViG_3300045988_081235|3300045988|Ga0495776_176943 16352:24917(+)

CDS_0023
| cDs_0024

uvig_523141 16393:24973(+)

transcriptional repressor (CDS_0029)
CDS_0026 CDS_0030 CDS_0031 CDS_0032

) e

MGV-GENOME-0350256 18372:31392(+)
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