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30 |33 3840 44
28 29131| 34 35 36 37 [39] 41 4243745 46 51
SAMNO0791993 al ct24884 vs1 18598:36682(+) - 7,
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glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0036)
endolysin (CDS_0034)
holin (CDS_0031) transcriptional repressor (CDS_0044)
29 (32 FtsK/SpolllE-like protein (EDS_0043)
27 28730| [33 35 |37 38 3940 41 42 Refron VI_'HTH(CDS 0045) 51

—
uvig 160317 18593:39027(+)
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