tail fiber assembly protein (CDS_0021)
RT_III-AM_III-B_2 (?DS_OOZO)

endolysin (CDS_0023) CDS_0032
CDS_0019 CDS_0024 CDS_0026 CDS_0030 CDS_0033

CDS_0018 CDS_0022 | CDS_0025] CDS 0027 CDS_0028 CDS_0029 | CDS_0031

I
MGV-GENOME-0258820 14754:29139(+)

CDsS_0026
CDS_0025] CDS_0027

i

— I
IMGVR_UViG_3300045988_129048|3300045988|Ga0495776_153426 14755:26925(+)
25 26 27 28 29

— I
MGV-GENOME-0270709 14754:27985(+)
CDS_0025 CDS_0026

i

IMGVR_UViG_3300045988_111603|3300045988|Ga0495776_182348 14756:25701(+)

CDS_0025

i

I I
IMGVR_UViG_3300045988_085112|3300045988|Ga0495776_170895 14754:23931(+)

DNA primase (CDS_0027)
CDS_0026
CDS 0025 | |  CDS.0028

— I
IMGVR_UViG_3300029857_000020|3300029857|Ga0245297_1000955 14754:28524(+)

CDS_0026
CDS_0025 | DNA primase (CDS_0027)

— N
IMGVR_UViG_3300045988_114334|3300045988|Ga0495776_143399 14754:27357(+)

clamp loader of DNA polymerase (CDS_0026)
CDS_0025 | CDS_0027

i

I
MGV-GENOME-0311625 14754:25382(+)

CDS_0026
CDS_0025

i

—
MGV-GENOME-0325377 14755:25018(+)

25 26 27 28 29 DNA helicase (CDS_0030)

I
MGV-GENOME-0260504 14753:30766(+)

CDS_0025  DNA helicase (CDS_0027)
'CDS_0026

I '
MGV-GENOME-0240024 14754:27457(+)
CDS_0020 CDS_0025

i

IMGVR_UViG_3300045988_123352|3300045988|Ga0495776_164211 14754:24815(+)

RM_ Type_|_REases__Type_|_REases_FAM_O.einsi_trimmed (CDS_0028)
25 26 27 29 30 31

;#

— I
MGV-GENOME-0281645 14754:33365(+)

25
126 27 28 29

i

I I
MGV-GENOME-0233793 14754:26278(+)
€DS_0025 €DS_0030

i

I I
IMGVR UVIG_3300045988_103470|3300045988|Ga0495776 174962 14754:23307(+)
CDS_0025 CDS_0030

'i

I—
MGV-GENOME-0228143 14778:23610(+)

CDS_0026
CDS_0019 CDS_ 0025 DNA helicase (CDS_0027)

i

— —
uvig 414349 14755:25609(+)

RM_ Type_|_REases__Type_|_REases_FAM_O.einsi_trimmed (CDS_0027)
DNA primase (CDS_0026)
25 28 29 30

|

—
MGV-GENOME-0320427 14755:32938(+)

transcriptional repressor (CDS_0025)
DarTG__DarG (CDS_0030)

26 28 34
27729 | 31 3233] 37

— I - _—
IMGVR_UViG_3300045988_116707|3300045988|Ga0495776_148940 14754:28148(+)

DNA primase (CDS_0026) MntABC (VF0455) (CDS_0032)

24 25 27 28 29 30 31 33 34 3536 37
O/ i D-@-¢CC— DD IS D @ H--CEHaw
MGV-GENOME-0334646 14743:37679(+)

DNA helicase (CDS_0027)

25 26 28 29 30 31
OO OO - OB EOEDCHAN D

IMGVR_UViG_3300029611_000334|3300029611|Ga0245149_100114(81842-118981 14754:3580&)

MntABC (VF0455) (CDS_0039)
ParB-like partition protein (CDS_0025) 262728 29 30 31 32 33 34 35 36 37 38 40

g%

MGV-GENOME-0305973 14754:40740(+)
MntABC (VF0455) (CDS_0034)

O-antigen (VF0392) (CDS_0036)
O-antigen (VF0392) (CDS_0037)
25 26 27 28 2930 31 32 33 35 | 38

uvig_185797 14755:38497(+)

Gabija_GajB_2 (CDS_0030) 33
21 26 27 28 29 31 32734

IMGVR_UViG_3300045988_147059|3300045988|Ga0495776_169904 14754:32543(+)

vancomycin resistance histidine kinase VanS (NFO33091.0) (CDS_0029)
AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0025)

HitABC (VF0268) (CDS_0030) Retron_|_B_ATPase_TOPRIM_COG3593 (CDS_0040)
RegX3 (VF0858) (CDS_0028) 36 38
26 27 | | | 31 32 33 34 35[37] 39 41
E0O{ b 0@ D) DiD HEND ES @@ —@& - aEHa
uvig 190638 14754:43211(+)
CDS_0030
CD$_0031
CDS_0029
CDS_0028

CDS_0025 CDS 0027 || CDS 0032

g

IMGVR_UViG_3300021256_000247|3300021256|Ga0223826_10001997 14816:25739(+)

10000 nt 1

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis tail transcriptionregulation unknown function Defence Virulence AMR
N — | I I I



