CDS_0126
CDS_ 0119 CDS_ 0122 CDS_ 0127
CDS 0117CDS 0118 | CDS.0120  CDS 0131 CDS 0123 CDS 0124  CDSO0125 | |  CDSO0128 CDS 0129  CDS.0130
a—C _ —&d ad a @ —(a@EET——-
o N

MGV-GENOME-0375479 109262:122387(+)

CDS_0105 CDS_0110

@ —(-O@@K —@—

a—C —&d ad

MGV-GENOME-0373395 91486:104611(+)

0

homing endonuclease with GIY-YIG motif (CDS_0121)
CDS_0122

a—C —&d ad das @ —-OEETK —C—

uvig 566992 108917:122736(+)

CDS_0096 CDS_0097

a—C —ad d @@= . —(-O@d——@—a
]
MGV-GENOME-0372480 84820:98623(+)
CDs_0119 CDS_ 0125 CDS_0126

a——a&d d g@&ala—(C—— ¢ (ad N —@—d

MGV-GENOME-0375505 109530:122578(+)

CDS 0127 CDS 0134
HNH endonuclease (CDS_0125)  CDS_0128 [ cDs.0135
ad K d C HE—@HL KK K—C K<
MGV-GENOME-0375400 111228:124621(+)
CDS 0117

CDS 0116 CDS_0123
&a X o d ad d C—HEK |

| A - |
MGV-GENOME-0373422 105227:117853(+)

DEDDh_I_II_lII_IV_V_VI_1(CDS_0129)
CDS 0128 CDS 0132 CDS 0134
a
d ad d  H—@E@&E—CK K K H—d
MGV-GENOME-0375353 110650:122859(+)
DEDDh_I_II_III_IV_V_VI_1(CDS_0126)
CDS 0125
a
d ad d C H—CEHEK K K HCK
uvig 542338 108760:120974(+)
CDS 0129  CDS_0130 CDS_0137

d Kl d  H&—S = KK K K HC—AC

MGV-GENOME-0375521 111714:124928(+)
CDS_0125 homing endonuclease (CDS_0126)

d & a C HE — KK KK HA—-

uvig 312991 111165:124340(+)
homing endonuclease with GIY-YIG motif (CDS_0122) CDS_0125 HNH endonuclease (CDS_0126)

d ad | O——0— — KK K K HXA—-d

uvig 194006 109456:121629(+)

CDS_0111 CDS_0114 HNH endonuclease (CDS_0115)

d a&——d C H&— ¢ KK KK HA—~d

Ma_2019_SRR341661_NODE_52_length_141380_cov_11.837417 105688:118103(+)

HNH endonuclease (CDS_0120)
CDS_0121 homing endonuclease with GIY-YIG motif (CDS_0127)
‘| cps 0122 CDS_0124 CDS_0130 HNH endonuclease (CDS_0131)

axK—C 10— a4 } d a— — KK KK

uvig 289993 109468:123637(+)
k 5000 nt i
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