MazG-like pyrophosphatase (CDS_0050)
RecE-like recombination exonuclease (CDS_0046)

RecT-like ssDNA annealing protein (CDS_0048) PD-Lambda-5__PD-Lambda-5_B (CDS_0054) transcriptional activator (CDS_0061)
replication initiation protein (CDS_0049) 6-phosphofructokinase (CDS_0058) DNA methyltransferase (CDS_0062)
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6-phosphofructokinase (CDS_0058)
PD-Lambda-5__PD-Lambda-5_B (CDS_0051)
41 replication initiation protein (CDS_0046) 49 50 52 53 54 55 56 57 59
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IMGVR_UViG_647533132_000004|647533132|647534402|924368-968123 33838:43755(+)

6-phosphofructokinase (CDS_0057)
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PD-Lambda-5__PD-Lambda-5_B (CDS_0049)
exonuclease (CDS_0042) 44 47 48 5051 52
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49 50 51 525354 55 56

TemPhD_cluster_41446 33654:42570(+)

6-phosphofructokinase (CDS_0054)
Druantia_ll__DruM (CDS_0051)
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uvig_578982 33768:43533(+)

Druantia_ll__DruM (CDS_0050)
RecT-like ssDNA annealing protein (CDS_0043) 48 49 51 52 53 54
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TemPhD_cluster 41172 33132:43750(+)

6-phosphofructokinase (CDS_0056)
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MGV-GENOME-0221986 22998:31897(+)
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DNA methyltransferase (CDS_0052)
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DNA methyltransferase (CDS_0051)
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DNA methyltransferase (CDS_0050)
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DNA methyltransferase (CDS_0051)
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DNA methyltransferase (CDS_0051)
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