replication initiation protein (CDS_0041)
HP-NAP (VF0052) (CDS_0027) 34 exonuclease (CDS_0043)
25 26 28 29 30 31 32 33 T35 36 37 38 39 40 42 44
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MGV-GENOME-0267615 19300:30625(+)

35 radical SAM domain protein (CDS_0039)
30 31 32 33 34 T36 37 38 40

uvig_221225 19370:30409(+)

30 31 3233 34 35 38

—
MGV-GENOME-0212892 19003:28137(+)

30 31 3233 34 35 36

—
MGV-GENOME-0218411 19396:29043(+)
30 31 3233 34 35 36

MGV-GENOME-0233868 19396:29042(+)

30 31 32 33 34 35 36 39
/@S e
MGV-GENOME-0254112 19401:29339(+)

30 31 32 33 34 35 36

—
SAMNO0715266_al_ct7694 vs1l 19401:29194(+)

MazG-like pyrophosphatase (CDS_0036)
DNA methyltransferase (CDS_0035)
30 31 32 33 34 | 37

uvig 474835 19380:29674(+)

MazG-like pyrophosphatase (CDS_0035)
30 31 32 33 34 36

MGV-GENOME-0232486 18861:29190(+)
30 31 32 33 34 35 36 39

N
N

MGV-GENOME-0315780 19401:29378(+)

radical SAM domain protein (CDS_0037)
30 31 32 33 34 35 36 38

uvig_668 19408:30537(+)

DNA methyltransferase (CDS_0032) radical SAM domain protein (CDS_0036)
MazG-like pyrophosphatase (CDS_0035)
30 31 33 34 37

E*

MGV-GENOME-0259991 18946:30812(+)

DNA methyltransferase (CDS_0033) radical SAM domain protein (CDS_0037)
MazG-like pyrophosphatase (CDS_0036)
30 31 32 34 35 | 38

éﬁ

MGV-GENOME-0237518 18946:30644(+)

radical SAM domain protein (CDS_0036)
MazG-like pyrophosphatase (CDS_0035)
3031 32 33 34 | 37

MGV-GENOME-0228881 19299:30433(+)

radical SAM domain protein (CDS_0011)
MazG-like pyrophosphatase (CDS_0012)
17 16 15 14 13 | 10

MGV-GENOME-0212092 1239:12373(-)

MazG-like pyrophosphatase (CDS_0037)
303132 33 34 35 36 38 39 40

MGV-GENOME-0260121 18868:30910(+)

Druantia_ll__DruM (CDS_0035)
30 3132 33 34 36 37 38

MGV-GENOME-0260017 18861:29823(+)

MazG-like pyrophosphatase (CDS_0036)
3031 32 33 34 35 37 38 39

MGV-GENOME-0255443 18993:31100(+)

radical SAM domain protein (CDS_0033)
MazG-like pyrophosphatase (CDS_0032)
30 31 | 34 35 36

MGV-GENOME-0263529 18860:30390(+)
DNA methyltransferase (CDS_0035)  radical SAM domain protein (CDS_0041)

HNH endonuclease (CDS_0038)
30 3132 33 34 36 37 39 40 42
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uvig 222264 18860:31433(+)
DNA methyltransferase (CDS_0030) 31 32 33 34

I
MGV-GENOME-0254956 18790:27911(+)

radical SAM domain protein (CDS_0036)
29 30 31 32 33 34 35 37

uvig 290011 19299:29810(+)

radical SAM domain protein (CDS_0038)
31 32 33 3435 36 37 39

MGV-GENOME-0252388 18944:29948(+)

radical SAM domain protein (CDS_0037)
MazG-like pyrophosphatase (CDS_0036)
30 31 32 33 34 35 ‘ 38

uvig 312489 18864:30888(+)
CDS_0031 cysH_IV-B_1(CDS_0033)

CDS 0030 | CDS 0032

uvig 286696 18867:27096(+)

DNA methyltransferase (CDS_0033)  radical SAM domain protein (CDS_0037)
Druantia_ll_DruM (CDS_0035)
30 3132 \ 34 MazG-like pyrophosphatase (CDS_0036) 38

uvig 549472 18946:30229(+)

DNA methyltransferase (CDS_0033)
Druantia_ll__DruM (CDS_0035)
30 3132 | 34 36 37

—
MGV-GENOME-0260760 18860:28387(+)

DNA methyltransferase (CDS_0033)
30 3132 34 35 36 37 38

—
MGV-GENOME-0261055 19299:29443(+)

DNA methyltransferase (CDS_0033)
30 3132 34 35 36 37 38

—
MGV-GENOME-0260413 19298:29442(+)

radical SAM domain protein (CDS_0033)
30 31 32 34 37

uvig_240639 19380:28365(+)

MazG-like pyrophosphatase (CDS_0032)
30 31 33 cysH_IV-B_1 (CDS_0034)

#
|

MGV-GENOME-0261044 18859:29052(+)

HNH endonuclease (CDS_0037)
Druantia_ll__DruM (CDS_0035)
30 31 32 33 34 3 | 3839 40

MGV-GENOME-0231961 18860:29869(+)

HNH endonuclease (CDS_0037)
Druantia_ll__DruM (CDS_0035)
30 31 32 33 34 36 | 38 39 40

MGV-GENOME-0229565 18861:29741(+)

HNH endonuclease (CDS_0038)
30 31 32 333435 36 37 39 40 41

uvig_320620 18847:28239(+)

cysH_IV-B_1 (CDS_0037)
3031 32 33 34 35 36 38 39 40

MGV-GENOME-0257906 18854:30965(+)

MazG-like pyrophosphatase (CDS_0035)
Druantia_ll__DruM (CDS_0034)
23 24 29 30 31 32 33 ‘ 36

w
~
w
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MGV-GENOME-0266252 17493:30878(+)
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