
MGV-GENOME-0239617 1:7188(+)

CDS_0001 tail protein (CDS_0002)
CDS_0003

holin (CDS_0004)
endolysin (CDS_0005)

Rz-like spanin (CDS_0006)

integrase (CDS_0007)
excisionase (CDS_0008)

uvig_395143 1:6475(+)

tail protein (CDS_0002) CDS_0003

SAMN11031284_a1_ct4160 1:7078(+)

CDS_0002 CDS_0003

uvig_215665 1:7970(+)

tail fiber protein (CDS_0002) CDS_0003

uvig_394461 1:7994(+)

tail fiber protein (CDS_0002) CDS_0003

uvig_395284 1:7292(+)

CDS_0002 CDS_0003

SAMN05301495_a1_ct4931_vs1 1:8780(+)

tail protein (CDS_0002) CDS_0003 CDS_0007
CDS_0008

MGV-GENOME-0241100 1:7350(+)

tail protein (CDS_0002) CDS_0003

uvig_369681 1:7644(+)

CDS_0002
CDS_0003

CDS_0004

uvig_426359 1:11198(+)

tail fiber protein (CDS_0002) CDS_0003 CDS_0007 CDS_0008 CDS_0009

MGV-GENOME-0264432 1:7801(+)

tail fiber protein (CDS_0002) CDS_0003

uvig_394936 1:6705(+)

CDS_0002 CDS_0003

uvig_402827 41165:16578(+)

tail protein (CDS_0002) 3 7 8 9 10 11 12 15
Mu Gam-like end protection (CDS_0016)

exonuclease (CDS_0017)51

SAMN01779882_a1_ct7731_vs1 1:12613(+)

CDS_0002 CDS_0003
Rz-like spanin (CDS_0006)

CDS_0007
CDS_0008

CDS_0011
CDS_0012

CDS_0015 CDS_0016

TemPhD_cluster_37542_ 35420:10935(+)

Rz-like spanin (CDS_0006)

uvig_427543 1:7738(+)

CDS_0002 CDS_0003 Rz-like spanin (CDS_0006)

TemPhD_cluster_51267 1:13110(+)

CDS_0009
CDS_0010

CDS_0015

CDS_0016
CDS_0017

CDS_0018

TemPhD_cluster_62403 4059:12609(+)

CDS_0009 CDS_0010

TemPhD_cluster_62158 32182:10241(+)

Rz-like spanin (CDS_0006)CDS_0047 CDS_0048

TemPhD_cluster_43517 32005:10173(+)

CDS_0002 CDS_0003 Rz-like spanin (CDS_0006)CDS_0043

uvig_393155 35392:11298(+)

CDS_0002

O-acetyltransferase (CDS_0003)
CDS_0004

CDS_0005
CDS_0008

Mu Gam-like end protection (CDS_0012)

uvig_431347 1:7599(+)

CDS_0002
O-acetyltransferase (CDS_0003)

CDS_0004

IMGVR_UViG_3300015613_000171|3300015613|Ga0183339_1079370 38398:17425(+)

2 3 7

HitABC (VF0268) (CDS_0008)
FbpABC (VF0272) (CDS_0009)

10 11 12

IMGVR_UViG_2579778694_000002|2579778694|2579803516|183497-222831 8728:17092(+)

CDS_0010
CDS_0011

transposase (CDS_0012)

uvig_317180 25365:28614(-)

CDS_0038

8000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis other tail unknown function Virulence


