HTH DNA binding protein (CDS_0022)

CDS_0019 tail protein (CDS_0029)
CD5_0020 |CDS_0023 CDS_0027
CDS_0018 | CDs_0021 CDS_0024 CDS_0025 CDS_0026 ~tail length tape measure protein (CDS_0028) | ~ head closure (CDS_0031)
|
¢ O O O O g ‘ K
IMGVR _UViG 2828692919 000001|2828692919|2828692919108870-150502 15128:27184(+)
CDS_0023 CDS_0024

IMGVR_UViG_2630968350_000002|2630968350/2630983863|84581-121004 10669:22224(+)

ParA-like partition protein (CDS_0026)
CDS_0027

¢ A HD— K

IMGVR_UViG_2687453614_000003|2687453614|2687454442|1232858-1267634 11878:22844(+)

ParA-like partition protein (CDS_0025)

CDS_0026
IMGVR_UViG_2690315898 _000002|2690315898|2690321790|2968853-3007251 12003:23521(+)
CDS_0024
CDS_0025 CDS_0026
IMGVR_UViG_2757320517_000003|2757320517|2757339216|3943862-3984388 12419:23685(+)
CDS_0023

CDS_0024 CDS_0025

€ AECK DA X

IMGVR_UViG_2922930354_000001|2922930354/2922930354(1217553-1255000 10891:22157(+)
CDS_0031 CDS_0032

¢ Aad——{0— K

IMGVR_UViG_2860503067_000003|2860503067|2860503067|3786782-3834146 21460:33174(+)

AbiT__AbiTii (CDS_0020)
CDS_0021

¢ A0 — K

IMGVR_UViG_2713896944_000005|2713896944|2713930421|91328-125854 9293:20709(+)
CDS_0026CDS_0027

¢ AE@——@K X

IMGVR_UViG_2639763137_000001|2639763137|2639846210|1245498-1282823 13345:24376(+)

CDS_0027CDS_0028

¢ O K KK

IMGVR_UViG_2816332304_000006|2816332304|2816342433|4272986-4309230 13108:23470(+)

CDS_0024
CDS.0023 | CDS_0025
IMGVR_UViG_2597489952_000001|2597489952|2597520725(4299929-4336071 11229:22776(+)
CDS_0023 CDS_0024
|
¢ KK HED— } (K
IMGVR _UViG_2828075273 000001|2828075273|2828075274|534052-572398 12436:24008(+)
CDS_0039

CDS 0038 | (CDS 0040

¢ OO0 —K K

IMGVR_UViG_2922961388_000001|2922961388|2922961388|1498471-1546796 24466:35172(+)
CDS_0023 CDS_0024

¢ A0 X

IMGVR_UVIG_2713896944_000004|2713896944|2713930419|129047-166834 14406:25117(+)
CDS_0029 CDS_0030

dOdKHTAT™ K KK

IMGVR_UViG_2816332309_000001|2816332309|2816342440|1219818-1258880 16858:24863(+)

CDS_0024 CDS_0025

£ KO HD—ET K

IMGVR_UViG_2828024513 000002|2828024513|2828024517|106461-145285 12579:24621(+)

CDS_0033
CDS 0032 | CDS.0034

¢ AOC———G&—5<

IMGVR_UViG_2599185106_000004|2599185106|2599185249|4498394-4542533 18464:29663(+)
CDS_0024 CDS_0025 CDS_0026 tail protein (CDS_0027)

¢ AACKTD(CK K — K

KK

IMGVR_UViG_2636415625_000001|2636415625|2636440514|4040737-4079215 10787:24128(+)

CDS_0022 CDS_0023 CDS_0024 CDS_0025

CDS_0030

¢ A DK K | K

L —

IMGVR_UViG_2872385714_000001|2872385714(2872385714|1908459-1944788 9289:23341(+)

KA

CDS_0018 CDS_0024 CDS 0025 CDS_0026 CDS_0027
IMGVR_UViG_2828151550_000001|2828151550|2828151550[110873-149239 11978:25863(+)

24 25 26transposase (CDS_0027) 28
K EaC——CK K K }
IMGVR_UViG_2639762894 000002|2639762894|2639807496|3883337-3926315 11514:25617(+)
CDS 0017
"] cDs_0018 CDS_0024 CDS_ 0025 (CDS_0026

IMGVR_UViG_2828053520_000001|2828053520|2828053521|74460-112652 11329:23814(+)

ParA-like partition protein (CDS_0019)
CDS_0020

K —Od—0— K

IMGVR_UViG_2828680123_000001|2828680123|2828680124(825553-860058 10676:23127(+)
CDS_0021 CDS_0025 CDS_0026

@ e I X K

IMGVR_UVIG_2579779029_000004|2579779029|2579844147|21283-57766 10981:23381(+)

tail length tape measure protein (CDS_0030)
CDS_0027 CDS_0029 CDS_0035

a@ada—{— K H MA@ @

IMGVR_UViG_2663763094_000003|2663763094|2663816183|5045067-5087387 20680:29698(+)

} 5000 nt i

DNA, RNA and nucleotide metabolism connector integration and excision tail unknown function Defence



