
TemPhD_cluster_37496_ 21773:32810(+)

tail fiber chaperone (CDS_0027)
CDS_0028

tail fiber protein (CDS_0029)

CDS_0030
CDS_0031

baseplate protein (CDS_0032)

Mok_Hok_Sok__Hok (CDS_0033)

CDS_0034
integrase (CDS_0035)

transcriptional regulator (CDS_0036)
transcriptional regulator (CDS_0037)

CDS_0038
CDS_0039

CDS_0040
CDS_0041

IMGVR_UViG_2734482778_000013|2734482778|2734685120|46614-82140 21591:32063(+)

CDS_0026 CDS_0031 CDS_0035
CDS_0036

CDS_0037

IMGVR_UViG_2917403263_000004|2917403263|2917403285|103663-140934 20914:34033(+)

35 36 37

transcriptional regulator (CDS_0038)
transcriptional regulator (CDS_0039)
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TemPhD_cluster_62004 21705:32558(+)

CDS_0033 CDS_0035
Cox-like excisionase and repressor (CDS_0036)

TemPhD_cluster_62038 21547:33018(+)

CDS_0032 CDS_0036

IMGVR_UViG_2917849834_000002|2917849834|2917849844|16336-53592 21082:34052(+)

CDS_0031
Peritrichous flagella (VF0967) (CDS_0032)

CDS_0036 CDS_0037

IMGVR_UViG_2778261450_000003|2778261450|2778311065|155225-193415 22059:34728(+)

CDS_0033 CDS_0034 CDS_0037
CDS_0038

IMGVR_UViG_2778261667_000012|2778261667|2778334480|197417-234822 21764:34425(+)

CDS_0032 CDS_0033

IMGVR_UViG_2529292883_000006|2529292883|2529364016|112405-152806 21564:36366(+)

CDS_0027 CDS_0033
Copper exporter (VF0849) (CDS_0034)

CDS_0035

TemPhD_cluster_43438 21770:32908(+)

CDS_0033

IMGVR_UViG_2671180847_000009|2671180847|2671285877|286155-320573 21684:31459(+)

CDS_0033
transcriptional regulator (CDS_0036)

CDS_0038

TemPhD_cluster_43639 21994:32805(+)

CDS_0032
DNA methyltransferase (CDS_0033)

CDS_0036

TemPhD_cluster_62175 22219:32460(+)

CDS_0027 CDS_0033 CDS_0034
transcriptional regulator (CDS_0036)

CDS_0037

TemPhD_cluster_61716 20675:34168(+)

tail fiber protein (CDS_0026) CDS_0033
CDS_0034

CDS_0035

TemPhD_cluster_21942 19858:34665(+)

CDS_0032
CDS_0033

CDS_0034

IMGVR_UViG_2657244943_000010|2657244943|2657249516|24844-59439 19843:31974(+)

CDS_0032 CDS_0033 CDS_0039

IMGVR_UViG_638341082_000001|638341082|638365571|367492-404196 19843:33765(+)

CDS_0027 CDS_0028 CDS_0029 CDS_0033 Peritrichous flagella (VF0967) (CDS_0034)

TemPhD_cluster_62215 19843:32850(+)

CDS_0033

IMGVR_UViG_2585427789_000027|2585427789|2585462739|241293-277857 19843:34281(+)

CDS_0033 Peritrichous flagella (VF0967) (CDS_0034)

IMGVR_UViG_641736163_000008|641736163|641784583|140246-176863 19843:33927(+)

CDS_0033 CDS_0038

IMGVR_UViG_2541047961_000008|2541047961|2541180359|845246-883816 22318:36197(+)

CDS_0030 CDS_0031 CDS_0035 Peritrichous flagella (VF0967) (CDS_0036)

IMGVR_UViG_3300029686_000222|3300029686|Ga0245204_100252|20388-56582 20143:33074(+)

CDS_0032

IMGVR_UViG_3300014890_000016|3300014890|Ga0134329_10013|7168-43140 19849:32852(+)

CDS_0027 CDS_0032 CDS_0033 Peritrichous flagella (VF0967) (CDS_0034)

TemPhD_cluster_22000 23679:32783(+)

transcriptional regulator (CDS_0033)
transcriptional regulator (CDS_0034)

CDS_0035
CDS_0036

CDS_0041
MarR family transcrition regulator (CDS_0043)

IMGVR_UViG_3300026224_000021|3300026224|Ga0209547_100018|18231-53158 24848:33634(+)

transcriptional regulator (CDS_0035)

CDS_0036
CDS_0037

TemPhD_cluster_62205 25429:34090(+)

CDS_0036
CDS_0037

CDS_0038
CDS_0039

TemPhD_cluster_37382_ 21522:34806(+)

32 34 35 36 37
Cox-like excisionase and repressor (CDS_0038)

TemPhD_cluster_62258 21560:33743(+)

34 35 36 37 Cox-like excisionase and repressor (CDS_0038)

TemPhD_cluster_43907 21682:30168(+)

tail fiber protein (CDS_0026) CDS_0030 CDS_0032 CDS_0036 CDS_0038

IMGVR_UViG_2703718824_000019|2703718824|2703741716|100225-132574 21682:29797(+)

CDS_0031

TemPhD_cluster_62912_ 22168:30396(+)

CDS_0032

TemPhD_cluster_51853 21850:30203(+)

CDS_0031

IMGVR_UViG_2537562189_000010|2537562189|2537633007|753563-785910 19819:29174(+)

tail fiber protein (CDS_0026)
CDS_0031

CDS_0032

TemPhD_cluster_22033 21682:31506(+)

CDS_0031 CDS_0032

TemPhD_cluster_43723 22299:31551(+)

CDS_0033 CDS_0034

SAMEA2579970_a1_ct23590_vs1 22290:32353(+)

CDS_0032 CDS_0033

TemPhD_cluster_62805_ 19631:30350(+)

CDS_0030 CDS_0032

TemPhD_cluster_62639_ 19631:30384(+)

CDS_0030

TemPhD_cluster_33577 21607:30620(+)

CDS_0031 CDS_0036
CDS_0037

MGV-GENOME-0212193 19051:27587(+)

tail protein (CDS_0024) baseplate protein (CDS_0029)

IMGVR_UViG_2667527789_000014|2667527789|2667565262|1-34527 22298:31956(+)

CDS_0034 MazEF__MazE (CDS_0035) CDS_0040

TemPhD_cluster_51540 22353:31973(+)

CDS_0032 CDS_0033
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