tail protein (CDS_0027) Mok_Hok_Sok__Hok (CDS_0034)
CDS_0025 tail fiber protein (CDS_0028) CDS_0032 “Peritrichous flagella (VF0967) (CDS_0036)
T CDS_0026 CDS_0029 CDS_0030 CDS_0031baseplate protein (CDS_0033) \ CDS_0035 CDS_0037 CDS_0038

]
u

IMGVR_UViIG_2541047961_000008|2541047961]2541180359(845246-883816 20162:34890(+)
CDS_0027 CDS_0028 CDS_0032

IMGVR_UViG_3300029686_000222|3300029686|Ga0245204_100252|20388-56582 17987:31595(+)

CDS_0032
CDS_0027 CDS_0028 CDS_0033

IMGVR_UViG_3300014890_000016|3300014890|Ga0134329_10013|7168-43140 17693:31128(+)
CDS_0027 CDS_0028

TemPhD_cluster_22000 17681:28965(+)
CDS_0027

TemPhD_cluster_33470 17709:29968(+)
CDS_0026 CDS_0031

IMGVR_UViG_2734482778_000013|2734482778|2734685120|46614-82140 17723:29173(+)
CDS_0027

TemPhD_cluster_62206 18310:31141(+)
CDS_0027 tail fiber protein (CDS_0028) CDS_0033

IMGVR _UViG_2671180847_000009|2671180847|2671285877(286155-320573 17771:29629(+)
CDS_0027 tail fiber protein (CDS_0028)

IMGVR_UViG_2740892422_000012|2740892422|2740983126(18572-51161 17696:28947(+)
CDS_0027 tail fiber protein (CDS_0028) CDS_0033

TemPhD_cluster_43438 17713:30572(+)
CDS_0026 tail fiber protein (CDS_0027) CDS_0032

TemPhD_cluster_ 43639 17907:31112(+)
CDS_0027 tail fiber protein (CDS_0028) Copper exporter (VF0849) (CDS_0034) CDS_0035

X =

IMGVR_UViG_2529292883_000006|2529292883]2529364016|112405-152806 17705:33777(+)
CDS_0027 CDS_0028 CDS_0033 CDS_0034

TemPhD_cluster_62175 18234:30789(+)
CDS_0027 CDS_0028 CDS_0029 CDS_0033

IMGVR_UVIG_641736163_000008|641736163|641784583]|140246-176863 17687:30624(+)
CDS_0027 CDS_0028 CDS_0029

TemPhD_cluster_62258 17701:30222(+)
CDS_0027 CDS_0028 CDS_0029 CDS_0032

TemPhD_cluster_37382_ 17693:31285(+)
CDS_0027 CDS_0028 CDS_0029
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IMGVR_UViG_638341082_000001|638341082(638365571|367492-404196 17687:32127(+)
CDS_0027 CDS_0028 CDS_0029

IMGVR_UViG_2585427789_000027|2585427789|2585462739|241293-277857 17687:31711(+)
CDS_0027 CDS_0028 CDS_0029

TemPhD_cluster_62215 17687:31212(+)
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