PhoH-like phosphate starvation-inducible (CDS_0033)

Acb2 anti-CBASS (APIS004) (CDS_0031) transposase (CDS_0036)

CDS_0030 "CDS_0037

CDS_0029 transposase (CDS_0035) | CDS_0039 CDS_0042
T | |cDs.0032 CDS_0034 | CDS_0038 CDS0040 CDS_0041

|MGVRWG?27OS7186807000001|27O37 18680[2703724064 20880:29249(+)

CDS_0036
CDS_0035 |

—
MGV-GENOME-0371010 25631:32860(+)
CDsS_0034 CDs_0036

—
MGV-GENOME-0371060 23901:30149(+)
CDS_0034CDS_0035 CDS_0037

IMGV_R_UViG_2718217916_000001|2718217916\2718228215 23196:29160(+)

PD-T4-7_PD-T4-7 (CDS_0035)
CDS_0034

r

|MGV_KUViGJéS1813148,000001|2681813148\2681858456 22308:28392(+)

PD-T4-7_PD-T4-7 (CDS_0040)
CDS_0041

r

| -
uvig 371018 42143:48208(-)
PD-T4-7_PD-T4-7 (CDS_0035)

—
TemPhD_cluster_54284 22807:28891(+)

CDS_0029
CDS_0028 CDS_0034
CDS_0026  CDS_0027 |  cDS_0030 | CcDs.0035

IMGVR_UViG_2660238072_000001|2660238072| 2660259848_19906:29057(+)

fosfomycin resistance glutathione transferase (NFO00496.1) (CDS_0034)
zinc containing alcohol dehydrogenase superfamily (CDS_0033)
Tad2 anti-Thoeris (API5029) (CDS_0032) 35 36 transposase (CDS_0037) 38 PhoH-like phosphate starvation-inducible (CDS_0039)

uvig_318786 25697:37829(+)

CDS_0028 CDS_0030
CDS_0027 | CDS.0029 CDS 0031 CDS_0034

uvig 392890 20430:29697(+)

CDS_0033
| cDs 0034

MGV-GENOME-0370648 19274:28360(+)

HNH endonuclease (CDS_0032) transposase (CDS_0036)
transposase (CDS_0034) CDS_0035 transposase (CDS_0037)
ac  d@——a@nd al CHC KO
uvig_394322 25623:34588(+)
k 4000 nt |

DNA, RNA and nucleotide metabolism integration and excision other unknown function Defence Anti-defence AMR
I N I



