tail length tape measure protein (CDS_0022) protease (CDS_0029)

endolysin (CDS_0024) tailfiberprotein(CDS_OB28) 36 38 41
21 23] 2526 27 | 30 31 32 33 34  35[37[39 40] 42 4344

MGV-GENOME-0303139 14075:3992_2(+)

protease (CDS_0029)
tail fiber protein (CDS_0028) 33 35
27 | 30 31 32[34]36

MGV-GENOME-0286281 14075:35797(+)

transcriptional regulator (CDS_0032)
25 27 31
22 23 24 [26 282930 | 3334 35

i%

IMGVR_UViG_3300045988_173562?300045988 |Ga0495776_110337 12238:33940(+)

CDS_0027
CDS 0025 CDS.0026 | CDS.0028

|MGVR?UVinSSOOO459887166495&00045988\ Ga0495776_179389 14431:32921(+)

CDS_0028
CDS_0023 T cps.0029

MGV-GENOME-0262501 12410:25580(+)

transcriptional regulator (CDS_0033)
32 35
29 30 3] |34

|
19—

MGV-GENOME-0264114 15146:31519(+)

CDS_0028
CDS_0027 CDS_0029

MGV-GENOME-0256807 14336:2836(4-)

transcriptional regulator (CDS_0025)

28
23 24(26 27 [29

!%

MGV-GENOME-0261997 13784:29992(+)

transcriptional regulator (CDS_0027)
CDS_0028
CDS_0022 CDS 0026| | CDS 0029

MGV-GENOME-0265556 14218:27?3&)

CDS_0027
CDS_0026
CDS_0024 CDS_002!

I

MGV-GENOME-0310495 13006:29153(+)

transcriptional regulator (CDS_0033)
32 38 40
25 29 30 31 |34 35 36 3739

|
%%

MGV-GENOME-0275802 14453:33729(+)

transcriptional regulator (CDS_0030)
29 35 37
28] |31 32 33 343

N
N

|
18—

MGV-GENOME-0258497 14011:30526(+)

transcriptional regulator (CDS_0031)
30| 33 35
26 2728 297 |32[34] 36

MGV-GENOME-0259673 13178:30750(+)

transcriptional regulator (CDS_0030)
29| 32 34
26 27 28] | 31[33] 35

|
18-

MGV-GENOME-0255147 13178:29975(+)

transcriptional regulator (CDS_0030)
29| 32 34
26 27287 | 31[33] 35

|
g

MGV-GENOME-0254154 13118:29806(+)

CDS_0030 CDS_0032
CDS 0029 €DS_0031

MGV-GENOME-0251392 14453:29310(+)

CDS_0028
CDS_0029
CDS_0027 | CDS_0030

MGV-GENOME-0265386 14816:28169(+)

CDS_0025
CDS_0024
CDS 0023 | | cDS_ 0026

MGV-GENOME-0234369 12410:2557(-#)

30 33 35 39 41
29 [3132[34] 36 37 3840

|MGVR?UVIG?33000459887143272%00045988\Ga0495 776_028146 15705:34643(+)

27
22 2324 25 26 |28

MGV-GENOME-0255602 11789:28426(+)

25
23 24] 26 27 28

MGV-GENOME-0262032 12752:29260(+)

neck protein (CDS_0028)
tail fiber protein (CDS_0026) 32 3436 38
25 27 29 30 3113373537

%%

IMGVR_UVIG_3300045988_172364|33%O45988\ Ga0495776_179846 13293:36381(+)

transcriptional regulator (CDS_0029)
25 283032 34
24 T26 277 | [a1fe3]

!H

MGV-GENOME-0258245 13287:30502(+)

transcriptional regulator (CDS_0027)
26|28 30
2324 257 | [29]31

IH

MGV-GENOME-0244272 13026:29266(+)

transcriptional regulator (CDS_0025)
26 28
24 | 127129

I%

MGV-GENOME-0250869 13468:28%6&)

transcriptional regulator (CDS_0025)
tail protein (CDS_0021)
22 24 28
7 1237 | 2627729

-_DIDIH-DI»-»D_DD—I

MGV-GENOME-0243575 12529:29165(+)

transcriptional regulator (CDS_0024)
tail protein (CDS_0021)
23 27
227 | 2526] 28

I%

MGV-GENOME-4411347 12529:29064(+)

transcriptional regulator (CDS_0034)
24 333537 40
23 [25 26 27 2829 30 31 32 | [36[3839 [41

|
%%

MGV-GENOME-0285849 12650:35703(+)

transcriptional regulator (CDS_0034)
24 33[3537 40
23 [25 26 27 2829 30 31 327 | [36[3839 [41

IMGVR_UViG_3300045988_164461%00045988\Ga0495776_055924 12650:35703(+) o
transcriptional regulator (CDS_0028)
27129 31 34
24 25 267 | [30[38233 |35
o O IDOIES-CH-=OEIDPNEDIHE——""20D

MGV-GENOME-0264216 14144:31539(+)

transcriptional regulator (CDS_0033)
28 32[34 36
23 24 25 26 27 2930 31| | [35] 37

!H

|MGVR?UVIG?3SOOO459887163502|??>OOO45988\GaO4957767173303 13472:33322(+)_

transcriptional regulator (CDS_0029)
27 |30 32
22 23 24 25 26 28| [31] 33 34 35

|
18—

MGV-GENOME-0300480 11312:31741(+)

transcriptional regulator (CDS_0037)
40
36|38 [41
27 28 29 30 313233 34 35 | [39]| 42

|
i‘i

MGV-GENOME-0353136 15052:36313(+)

transcriptional regulator (CDS_0027)
30
28 I31
22 23 2425 26 | [29|]32

|
18—

MGV-GENOME-0305057 12245:30502(+)

transcriptional regulator (CDS_0031)
30|32 34 37
23 24 25 26 27 28 29[ | [33B3536 |38
TIPS OO -CHEIDIEDII DD

|MGVR?UVinS3OOO459887166094%00045988\Ga04957767112872 13478:34942(+)

transcriptional regulator (CDS_0030)
293133 36
22 23 24 25 26 2728] | [323435 [37

MGV-GENOME-0270175 12031:32666(+)

transcriptional regulator (CDS_0037)
40
36|38 [41
27 28 2930 31 32 33 3435 | [39]]42

|
g—

SAMNO0791905_a1_ct26793_vs1 15046:37773(+)

transcriptional regulator (CDS_0032)
31|33 35
24 25 26 27 28 29 30| | [34]36

|
18—

MGV-GENOME-0273176 13468:34320(+)
34

32 T35
27 28 29 30 31 33/[36

MGV-GENOME-0301449 15046:33652(+)

transcriptional regulator (CDS_0027)
28 30 33
21 22 2324 2526 | [29] 31 32 [34

|
i%

MGV-GENOME-0279295 10886:31601(+)

protease (CDS_0031) transcriptional regulator (CDS_0037)
27 tail fiber protein (CDS_0032) 36| 38 40 43
22 23 24 25 26 |282930 33 34 35] | 1394142 T44

|
i%

MGV-GENOME-0312419 12031:43163(+)

transcriptional regulator (CDS_0035)
29 34[36 38
21 22 23 24 25 26 27 2§ 30 313233] | [37[3940 41

i%

IMGVR_UVIG_3300045988_167838?300045988\GaO49577é_027980 10694:34558(+)

35 38
22 23 24 25 26 27282930 31 32 33 34[3637 |39

IMGVR_UViG_3300045988_164875%00045988\6a0495776_183789 12031:35670(+)

22 23 24 25 26 27 28 29

MGV-GENOME-4415256 12082:31104(+)

10000 nt 1

connector lysis other tail transcriptionregulation unknown function
— |



