24 SoFic__SoFic (CDS_0034) 40 4243
1718 19 20 212223[ 25 26 2728 29 30 31 32 33 3536 37 3839 [41 ] |44

IMGVR_UViG_3300029549_000271|3300029549|Ga0244894_100007(25653-66863 14915:32524(+)

23 SoFic_SoFic (CDS_0033)
22 T24 25 2627 28 29 30 31 32 34 35 36

IMGVR_UViG_3300029540_000247|3300029540|Ga0244948_100112[11420-53211 14900:32509(+)

endolysin (CDS_0028)
23 holin (CDS_0027) SoFic_SoFic (CDS_0033)
22 24 25 26 | 29 30 31 32 34 35 36

| I
IMGVR_UViG_3300045988_172929|3300045988|Ga0495776_164499 14900:29537(+)

metallo-protease (CDS_0031)
endolysin (CDS_0028)
23 holin (CDS_0027) SoFic__SoFic (CDS_0033)
22 24 25 26| | 29 30 32 34 35 36

g#

MGV-GENOME-0316171 14900:29330(+)

endolysin (CDS_0028)
holin (CDS_0027) SoFic__SoFic (CDS_0033)
22 2324 25 26| | 29 30 31 32 34 35 36

—
IMGVR_UViG_3300045988_140611|3300045988|Ga0495776_043643 14900:29609(+)

holin (CDS_0027) SoFic_SoFic (CDS_0032)
22 2324 25 26 | 28 29 30 31 33 34 35

uvig_130331 14915:28869(+)

24 amidase (CDS.0028) SoFic_SoFic (CDS_0033)
22 23 25 2627 29 30 3132 34 35 39 42

:
y

IMGVR_UViG_2907558430_000001|2907558430[2907558430(416642-457132 14930:32536(+)

endolysin (CDS_0028)
23 holin (CDS_0027)
22 24 25 26 | 29 30

MGV-GENOME-0306489 14900:25105(+)

CDS_0024
CDS_0023
CDS 0022| | CDS 0025

MGV-GENOME-0213848 14915:21761(+)

endolysin (CDS_0028)
24 holin (CDS_0027)
22 23] 25 26| | 29 303132 33

MGV-GENOME-0273300 15179:26220(+)

holin (CDS_0026)
22 23 24 25| 27 28 29 30 33

ivig_2896 14918:24384(+)

holin (CDS_0027)
23 24 25 26 28 29

i%
|

MGV-GENOME-0304561 14669:23742(+)

endolysin (CDS_0028)
holin (CDS_0027)
23 24 25 26| | 29303132 33

uvig 365178 14916:25818(+)

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0029)
metallo-protease (CDS_0027)
integrase (CDS_0026) ‘
23 24 25 | 28 3031 32 33

|
|

uvig 173680 14669:26785(+)

Protein of unknown function (Retron_VII_2__ DUF3800) (CDS_0027)
23 24 25 26 2829 30 31

MGV-GENOME-0240441 14669:25331(+)
23 2425 26 27

MGV-GENOME-0211274 14916:21991(+)

SoFic__SoFic (CDS_0028)
22 2324 25 26 27 2930 31 32

!ﬁ

MGV-GENOME-0239904 14900:26796(+)

endolysin (CDS_0028)
holin (CDS_0027) SoFic__SoFic (CDS_0036)
22 2324 25 26 | | 29 30 31 32 33 34 35 37 38 39

uvig_869556 15071:38006(+)

endolysin (CDS_0028)
23 holin (CDS_0027) 31
22 24 25 26| | 29 30 [3233 39

MGV-GENOME-0312008 14915:25176(+)

endolysin (CDS_0026)
minor tail protein (CDS_0016) 27
22 23 2425 28

ﬁ
| %

MGV-GENOME-0341198 12966:23417(+)
22 23 24 252627 28 29

MGV-GENOME-4406122 14847:23505(+)
22 23 24 252627 28 29

uvig_418808 14847:23505(+)

24endolysin (CDS_0027)
22 23] 25 26 28 29 303132 33 34

MGV-GENOME-0285458 14847:25907(+)

transposase (CDS_0029)
endolysin (CDS_0027)
22 23 24 25 26 28 30 31 323334 35 36

{
#

MGV-GENOME-0299849 15186:29694(+)

transposase (CDS_0029)
endolysin (CDS_0027)

28

22 23 24 25 26 30 313233 34 35

N
=

IMGVR_UViG_3300028957_000071|3300028957/Ga0169700_100097|145-37189 15186:28763(+)

endolysin (CDS_0027)
24 25 26 28 293031 32 33

22 23

MGV-GENOME-0237267 15186:26479(+)

endolysin (CDS_0027)
22 23 24 25 26 282930 31 32

!4

MGV-GENOME-0237862 15186:26594(+)

26
22 23 24 25| 27 28 29

MGV-GENOME-0227168 15182:23997(+)
22 23 242526 27 28

MGV-GENOME-0218912 15117:22778(+)
23 24 25 262728 29 30

MGV-GENOME-0258285 15182:23770(+)

29
22 23 24 25 26 27 28] 30 31 32

MGV-GENOME-0267100 15182:25689(+)

endolysin (CDS_0026)
22 23 24 25 27 2829 30 31

MGV-GENOME-0237660 15219:25891(+)

unknown function (CDS_0016) endolysin (CDS_0027)
21 22 2324 25 26 28 29

4{
i

MGV-GENOME-0228043 14526:24341(+)

endolysin (CDS_0026)
22 23 24 25 27 28 29

!#

uvig 422028 15183:27067(+)

endolysin (CDS_0026)
22 28 24 25 27 28 29 30 3132 333435 36 37

§#

IMGVR_UViG_3300045988_131409|3300045988|Ga0495776_005585 15183:30677(+)

endolysin (CDS_0026)
22 23 24 25 27 28 29 30 31 323334 35 36

E#

SAMNO05827198 a1 _ct1323 15183:30558(+)

endolysin (CDS_0027) 34
22 2324 25 26 28 29 30 31 32 337 3536 37

E#

MGV-GENOME-0265349 15182:30547(+)

23endolysin (CDS_0026)
21 227 24 25 27 28 29 30 31 32333435 36

uvig 421449 14233:27331(+)

endolysin (CDS_0026) lipoprotein (CDS_0033)
22 23 24 25 27 28 2930 31 34

3
{

uvig 160467 15183:28160(+)
22 23 2425 26

!

MGV-GENOME-0231144 15183:24196(+)

CDS_0024
CDS_0023
CDS.0022 | | CDS_0025

MGV-GENOME-0210469 15144:21232(+)

RM_Type_ll_Type_ll_MTases__Type_|ll_MTases_FAM_0 (CDS_0032)
22 2324 25 26 27 28 29 30 31 33

uvig 285700 14924:29998(+)

9000 nt 1

integration and excision lysis other tail unknown function Defence
— N



