
Draper_2018_SRR6914104_NODE_9_length_46661_cov_61.894391 25533:35143(+)

CDS_0033 CDS_0034 CDS_0035

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0036)

CDS_0037
DNA polymerase (CDS_0038)

DNA polymerase (CDS_0039)

DNA methyltransferase (CDS_0040)
CDS_0041

CDS_0042 CDS_0043 CDS_0044 CDS_0045

uvig_197765 26195:36145(+)

CDS_0032 DNA helicase (CDS_0034) CDS_0035 DNA methyltransferase (CDS_0039)

MGV-GENOME-0296578 24259:33992(+)

CDS_0028
CDS_0029

CDS_0033 CDS_0034 CDS_0036 CDS_0040

SAMN00792031_a1_ct10026_vs1 25676:34441(+)

DNA methyltransferase (CDS_0035) CDS_0037 DNA methyltransferase (CDS_0038)

MGV-GENOME-0279590 20380:30249(+)

CDS_0029 DNA methyltransferase (CDS_0030)

MGV-GENOME-0311276 27221:36633(+)

CDS_0041

MGV-GENOME-4421221 23351:32765(+)

CDS_0030

MGV-GENOME-0270329 19135:28544(+)

CDS_0028

IMGVR_UViG_3300045988_113743|3300045988|Ga0495776_117336 25444:34861(+)

CDS_0040

MGV-GENOME-0279660 21339:30469(+)

CDS_0026 CDS_0030 CDS_0032

uvig_35090 29653:38931(+)

CDS_0042 CDS_0043 CDS_0049

IMGVR_UViG_3300045988_115139|3300045988|Ga0495776_096935 24582:34377(+)

CDS_0037 CDS_0038

MGV-GENOME-0288831 21128:30658(+)

CDS_0032 CDS_0033

SRS077294_a1_ct16085_vs1 34241:44034(+)

CDS_0048

MGV-GENOME-0303671 24594:34387(+)

CDS_0037 CDS_0038

uvig_383331 26959:35991(+)

DNA methyltransferase (CDS_0038)

IMGVR_UViG_3300045988_113194|3300045988|Ga0495776_097591 24790:34020(+)

CDS_0034 CDS_0036

IMGVR_UViG_3300045988_097174|3300045988|Ga0495776_054500 23734:33216(+)

CDS_0036

MGV-GENOME-0272266 18319:27876(+)

CDS_0020 CDS_0025 CDS_0027
CDS_0028

CDS_0031

MGV-GENOME-0297266 23811:33662(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0035)
CDS_0036 DNA methyltransferase (CDS_0038)

IMGVR_UViG_3300045988_112896|3300045988|Ga0495776_016012 23811:33662(+)

CDS_0035 CDS_0036

3000 nt

DNA, RNA and nucleotide metabolism other unknown function Defence


