
IMGVR_UViG_3300007100_000078|3300007100|Ga0102544_100265 20331:27798(+)

CDS_0026
CDS_0027
endolysin (CDS_0028)

CDS_0029
CDS_0030

CDS_0031

Hpt (VF0264) (CDS_0032)
CDS_0033

CDS_0034 CDS_0035

IMGVR_UViG_3300028963_000043|3300028963|Ga0169719_100053|66651-112295 20097:26206(+)

CDS_0032 Hpt (VF0264) (CDS_0033)

IMGVR_UViG_3300007294_000058|3300007294|Ga0104789_100076|1-46703 19923:27670(+)

CDS_0032
Hpt (VF0264) (CDS_0033)

CDS_0034

MGV-GENOME-0311002 20328:26384(+)

CDS_0032 CDS_0033

uvig_119404 20097:25128(+)

CDS_0032

uvig_292755 19761:29593(+)

26 32
Hpt (VF0264) (CDS_0033)

34 35 36 37 38

uvig_394478 20328:28454(+)

CDS_0032
MntABC (VF0455) (CDS_0033)

ABC transporter (VF0741) (CDS_0034)

CDS_0035

IMGVR_UViG_3300028979_000024|3300028979|Ga0169667_10013|167042-214036 20096:27810(+)

DNA helicase (CDS_0032)
CDS_0033

CDS_0034

IMGVR_UViG_3300006249_000152|3300006249|Ga0099390_1000042|25591-72608 20097:28014(+)

32 33

transposase (CDS_0034)
transposase (CDS_0035)

36 37

IMGVR_UViG_3300045988_098600|3300045988|Ga0495776_071005 19942:24495(+)

CDS_0030 CDS_0032

IMGVR_UViG_3300006247_000336|3300006247|Ga0099374_1000174|4704-47972 20304:27092(+)

CDS_0032
transposase (CDS_0033)

CDS_0034 CDS_0035

IMGVR_UViG_3300014025_000071|3300014025|Ga0119800_100359 20331:32486(+)

transposase (CDS_0032)
33 34 35 36

Mycobactin (VF0299) (CDS_0037)
38 39 40

IMGVR_UViG_3300014528_000092|3300014528|Ga0169870_100005|85923-131996 20331:28425(+)

transposase (CDS_0032)
33 34 35

36
37 38

IMGVR_UViG_3300045988_074164|3300045988|Ga0495776_173018 20174:29826(+)

CDS_0032

FS_Sma__Sma (CDS_0034)

CDS_0035
CDS_0036

abortive infection resistance protein (CDS_0037)
transcriptional regulator (CDS_0038)

CDS_0039
CDS_0040

MGV-GENOME-0281180 20174:29150(+)

CDS_0032

uvig_18345 20174:32950(+)

Mycobactin (VF0299) (CDS_0032) CDS_0033
CDS_0034

CDS_0035

uvig_461690 20090:31538(+)

PD-Lambda-5__PD-Lambda-5_B (CDS_0033)
CDS_0034

CDS_0035
CDS_0036

PD-Lambda-5__PD-Lambda-5_B (CDS_0038)
CDS_0039 CDS_0040

IMGVR_UViG_3300006292_000175|3300006292|Ga0099622_100195|7177-50505 20464:32404(+)

AbiD__AbiD (CDS_0033)
34 35 36 37 38

Retron_VI__HTH (CDS_0039)
40

PD-Lambda-3__PD-Lambda-3_B (CDS_0041)

42 43 44
45

46

47 48 50 51

uvig_376145 19920:33881(+)

AbiD__AbiD (CDS_0032)
33 34 35 36 37

Retron_VI__HTH (CDS_0038)
39 40 41

PD-Lambda-3__PD-Lambda-3_B (CDS_0042)

43 44 45 46 51

IMGVR_UViG_3300009363_000019|3300009363|Ga0115223_1000247 20093:31201(+)

AbiD__AbiD (CDS_0032)
33 34 35 36 37 38

PD-Lambda-3__PD-Lambda-3_B (CDS_0039)
40 41

uvig_428170 20331:31609(+)

32 Hpt (VF0264) (CDS_0033)
AbiD__AbiD (CDS_0034)

35 36 37
Retron_VI__HTH (CDS_0038)

39 40 41

IMGVR_UViG_3300045988_048814|3300045988|Ga0495776_161446 20331:28869(+)

AbiD__AbiD (CDS_0032)
33 34

Retron_VI__HTH (CDS_0035)
36 37 38

IMGVR_UViG_3300045988_059556|3300045988|Ga0495776_028811 20331:29168(+)

32
AbiD__AbiD (CDS_0033)

34 35
Retron_VI__HTH (CDS_0036)

37 38 39

MGV-GENOME-0270420 20331:29168(+)

32
AbiD__AbiD (CDS_0033)

34 35
Retron_VI__HTH (CDS_0036)

37 38 39

5000 nt
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