nucleoside 2-deoxyribosyltransferase (CDS_0041)
DNA methyltransferase (CDS_0039)

Sak4-like ssDNA annealing protein (CDS_0033) nucleotide kinase (CDS_0042)
DNA helicase (CDS_0035) CDS_0038 CDS_0044
CDS_0032 CDS_0034 DNA primase (CDS_0036) CDS_0037 CDS_0040 CDS_0043| CDS_0045

MGV-GENOME-4414646 26387:37155(+)

DNA methyltransferase (CDS_0036)

CDS_0035 nucleotide kinase (CDS_0039)
CDS_0034 | CDS_0041
SRS048317_al ct51686_vs1 25210:35958(+)
CDS_0039
CDS_0038 | DNA methyltransferase (CDS_0040)
IMGVR_UViG_3300009960_000008|3300009960|Ga0133744_10008 27612:37972(+)
CDS_0037
CDS_0036 | DNA methyltransferase (CDS_0038)
SAMN11031410 a1 ct10237_vs1 26951:37318(+)
CDS 0041
"CDS_0042 CDS_0043

uvig 244207 28567:38601(+)

CDS_0036 CDS_0037
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MGV-GENOME-0262187 27282:37035(+)

HNH endonuclease (CDS_0034) CDS_0036 CDS_0037
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IMGVR_UViG_3300007297_000070|3300007297|Ga0104793_100431 26802:37003(+)

CDS_0035 CDS_0036
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SRS062714 _al ct11765 27278:36937(+)

CDS_0032
CDS_0031 HNH endonuclease (CDS_0037)
MGV-GENOME-0270389 27894:37902(+)
CDS_0036
IMGVR_UViG_3300045988_018648|3300045988|Ga0495776_044431 26334:35476(+)
CDS_0030 DNA helicase (CDS_0036) CDS_0038 CDS_0039
IMGVR_UViG_3300008575_000154|3300008575|Ga0111079 100438 27024:37538(+)
CDS_0030 CDS_0035 CDS_0038 DNA methyltransferase (CDS_0039)
OTU_2449 26465:37500(+)
HNH endonuclease (CDS_0035) DNA methyltransferase (CDS_0038)
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IMGVR_UViG_3300008524_000003|3300008524|Ga0111046_100197 26337:36926(+)

CDS_0034 CDS 0037  DNA methyltransferase (CDS_0038) CDS_0044 CDS_0045
\ ) T 0H ! —D— O O >—
OTU_2609 26473:38247(+)

CDS_0035
A ) D ! — IO

uvig_430473 26060:35424(+)

DNA methyltransferase (CDS_0038)
CDS_0037
) ) = ! DA I e I B e B

IMGVR_UViG_3300006289_000022|3300006289|Ga0099614_100358 27858:38171(+)
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DNA, RNA and nucleotide metabolism other unknown function



