HNH endonuclease (CDS_0042) gamma-glutamyl cyclotransferase (CDS_0052)

transposase (CDS_0030) DNA'methyltransferase (CDS_0046) gamma-glutamyl cﬁotransferase (CDS_0053)

28 31 integrase (CDS_0034) DNA primase (CDS_0040) ‘ 45 amidoligase enzyme (¢DS 0050)

27 J29 | T32 33 35 36 37 38 39 41 | 4344] 47 48 49 51| | 5455

MGV-GENOME-0337803 30546:57313(+)

HNH endonuclggse (CDS_0040)
DNA methyltransferase (CDS_0044)
DNA primase (CDS_0038) ‘ 43

32 33 34 3536 37 39 4;42T 45 46 47  amidoligase enzyme (CDS_0048)
MGV-GENOME-0332025 28086:55436(+)
HNH endonuclggse (CDS_0036)
DNA methyltransferase (CDS_0040)
DNA primase (CDS_0034) 39
33 35 3738] 41 42 43  amidoligase enzyme (CDS_0044)

D¢

MGV-GENOME-0330640 32330:54665(+)

HNH endonuclease (CDS_0039)
DNA'methyltransferase (CDS_0043)
DNA primase (CDS_0037) ‘ 42
integrase (CDS_0025) 333435 36 38 4g41T 44 45 46  amidoligase enzyme (CDS_0047)

i

MGV-GENOME-0328771 28156:53666(+)

DNA methyltransferase (CDS_0040)
HNH endonuclease (CDS_0035)
DNﬂnethyltransferase (CDS_0039)
‘ 38 amidoligase enzyme (CDS_0042)
34 3637] 41 amidoligase enzyme (CDS_0043)

y

OTU_956 28154:48629(+)

HNH endonuclease (CDS_0039)
DNA'methyltransferase (CDS_0043)
42
35 36 37 38 4941T 44 45 46  amidoligase enzyme (CDS_0047)

MGV-GENOME-0327839 30444:53195(+)

HNH endonuclggse (CDS_0038)
DNA methyltransferase (CDS_0042)
41
35 36 37 3240T 43 44 45  amidoligase enzyme (CDS_0046)

MGV-GENOME-0326359 30552:52529(+)

UDP-glucose dehydrogenase (CDS_0036)
HNH endonuclease (CDS_0038)
DNEmethyItransferase (CDS_0042)
41
34 35 37 3240T 43 44 45  amidoligase enzyme (CDS_0046)

MGV-GENOME-0327322 30553:52960(+)

DNA methyltransferase (CDS_0039)
36 38
343537 40 41 42 amidoligase enzyme (CDS_0043)

MGV-GENOME-0320168 30551:49512(+)

HNH endonuclease (CDS_0035)
DNImethyItransferase (CDS_0039)
Druantia_ll__DruM (CDS_0040)
DNA primase (CDS_0033)

38
3é37T ‘ 41 amidoligase enzyme (CDS_0042)

31 32 34

D¢

MGV-GENOME-0322626 29717:51408(+)

HNH endonuclease (CDS_0036)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0027) DNA'methyltransferase (CDS_0039)
DNA primase (CDS_0034) 38
28 32 33 35 37T 40 41 42 amidoligase enzyme (CDS_0043)

—
MGV-GENOME-0331374 31111:55134(+)

DNA methyltransferase (CDS_0041)
39
33 34 35 36 3728—@70 42 43 44  amidoligase enzyme (CDS_0045)

DD H-HEEEDDD——— - DH- DD HO-ODDED

MGV-GENOME-0327142 28435:52870(+)

transposase (CDS_0029) DNA helicase (CDS_0037) HNH endonuclease (CDS_0043)
'DNA polymerase (CDS_0032) DNA'methyltransferase (CDS_0047)
‘ 31 DNA primase (CDS_0041) ‘ 46 amidoligase enzyme (CDS_0051)
23 endolysin (CDS_0024) 30] 33 34 3536 3839 40 42 | 4445] 48 49 50

A )

MGV-GENOME-0336405 25740:58035(+)

HNH endonuclease (CDS_0031)
DNA'methyltransferase (CDS_0035)
34
30 ‘ 3233] 36 37 38  amidoligase enzyme (CDS_0039)

I A

MGV-GENOME-0311510 25742:45737(+)

DNA methyltransferase (CDS_0035)
32 34
317 33] 36 37  amidoligase enzyme (CDS_0038)

y

MGV-GENOME-0314933 29933:47132(+)

amidoligase enzyme (CDS_0033)
CDS_0030 CDS_0031 CDS_0032

[ A -O-HEDEEETED{O{OID-DOD

MGV-GENOME-0298421 26789:41462(+)
integrase (CDS_0031) amidoligase enzyme (CDS_0032)

[ ! -D-HODD-LOD

MGV-GENOME-0286319 28482:38779(+)

CDS_0034 amidoligase enzyme (CDS_0036)
CDS_0035
MGV-GENOME-0306307 30552:43912(+)
32 33 34 35 amidoligase enzyme (CDS_0036)

O DD O-OIDD0D

MGV-GENOME-0307142 28103:44179(+)

amidoligase enzyme (CDS_0033)
CDS_0032

MGV-GENOME-0293527 28161:40319(+)

CDS_0036
CDS_0035
CDS_0034 | CDS_0037

D - —DID-DED

MGV-GENOME-0303919 30550:43099(+)

CDS 0035
CDS0034 |  CDS.0036

D HHHEEESDD—DPED

MGV-GENOME-0303962 30550:43117(+)

CDS_0035 amidoligase enzyme (CDS_0037)
CDS_0034 [CDS_0036

D HHHEESDD-HHIDE0D

MGV-GENOME-4423640 30550:43110(+)

CDS_0033
CDS_ 0032 | amidoligase enzyme (CDS_0034)

- H-HOEEDDH—DDED

MGV-GENOME-0294259 28107:40482(+)

CDS_0032
CDS.0031 | CDS 0033

. OPD-HOEODD-IIDO0D

MGV-GENOME-0300544 31064:42038(+)

40
34 35 36 3738 3}41 42 43 44 amidoligase enzyme (CDS_0045)

D OHHEEESDD— O - HOEETED{TO{TOH0-BED

MGV-GENOME-0326537 30551:52613(+)

Hyaluronic acid (HA) capsule (VF0667) (CDS_0036)
34 35 37 38 39 40  amidoligase enzyme (CDS_0041)

D H-HHEEESDD—ED- BT O-TD-DED

—
MGV-GENOME-0320311 30550:49585(+)

metallo-protease (CDS_0037)
40
34 35 36 38 39 Til 42  amidoligase enzyme (CDS_0043)

MGV-GENOME-0328485 30550:48915(+)

DNA methyltransferase (CDS_0036)
3435 [37 38 amidoligase enzyme (CDS_0039)

DD D —/O-O-{HDDED

MGV-GENOME-0309432 31025:44979(+)

UDP-glucose dehydrogenase (CDS_0035)
CDS_0034 CDS_0039
CDS_0033 | | cbs_oo40

MGV-GENOME-0291439 28109:40587(+)

DNA methyltransferase (CDS_0036)
amidoligase enzyme (CDS_0039)
29 33 34 35 37 38 43

P - D—E DR O-EOIDBL 4

MGV-GENOME-0318892 30456:49691(+)
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