
IMGVR_UViG_3300029736_000105|3300029736|Ga0245186_100825 11866:28598(+)

14

head protein (CDS_0015)

16
tail protein (CDS_0017)

Avd protein of DGR (CDS_0018)
RT_III-AM_III-B_2 (CDS_0019)

20

hemolysin (CDS_0021)

22
amidase (CDS_0023)

24

Retron_VI__HTH (CDS_0025)

26

transposase (CDS_0027)

28 29 30 31 32 33

Druantia_II__DruM (CDS_0034)

3536
37

38

Norman_91_NODE_11_length_34574_cov_11.314233 11766:26213(+)

RT_III-AM_III-B_2 (CDS_0021)
22

hemolysin (CDS_0023)

24
endolysin (CDS_0025)

26

Retron_VI__HTH (CDS_0027)

28 transposase (CDS_0029)

uvig_513073 12636:28083(+)

Reverse transcriptase (CDS_0021)
22

hemolysin (CDS_0023)

24
amidase (CDS_0025)

26

Retron_VI__HTH (CDS_0027)

28

transposase (CDS_0029)

RpoS (VF0166) (CDS_0030)

MGV-GENOME-0244905 12641:26895(+)

Reverse transcriptase (CDS_0020)
21

hemolysin (CDS_0022)

23
amidase (CDS_0024)

25

Retron_VI__HTH (CDS_0026)

27 transposase (CDS_0028)

IMGVR_UViG_3300008547_000103|3300008547|Ga0111055_100555 12747:27898(+)

Reverse transcriptase (CDS_0021)
22

hemolysin (CDS_0023)

24
endolysin (CDS_0025)

26

Retron_VI__HTH (CDS_0027)

28

transposase (CDS_0029)

30
cysH_IV-B_1 (CDS_0032)

34

IMGVR_UViG_3300045988_080790|3300045988|Ga0495776_042273 12879:27137(+)

21 22

hemolysin (CDS_0023)

24
amidase (CDS_0025)

26

Retron_VI__HTH (CDS_0027)

28 transposase (CDS_0029)

uvig_513594 11598:30523(+)

Reverse transcriptase (CDS_0019)
20

hemolysin (CDS_0021)

22
amidase (CDS_0023)

24

Retron_VI__HTH (CDS_0025)

26 27

transposase (CDS_0028)

29 30 32

MGV-GENOME-0266974 11598:26545(+)

Reverse transcriptase (CDS_0019)
20

hemolysin (CDS_0021)

22
endolysin (CDS_0023)

24

Retron_VI__HTH (CDS_0025)

26 27 transposase (CDS_0028)

MGV-GENOME-0275083 18332:31829(+)

RT_III-AM_III-B_2 (CDS_0027)

28
hemolysin (CDS_0029)

30

endolysin (CDS_0031)

32
33

Retron_VI__HTH (CDS_0034)

transposase (CDS_0035)
40

IMGVR_UViG_3300045988_083375|3300045988|Ga0495776_153913 11602:26839(+)

RT_III-AM_III-B_2 (CDS_0019)
20

hemolysin (CDS_0021)

22
amidase (CDS_0023)

24

Retron_VI__HTH (CDS_0025)

26

transposase (CDS_0027)

2829 30
Druantia_II__DruM (CDS_0031)

32 36 37

MGV-GENOME-0242697 11851:26415(+)

RT_III-AM_III-B_2 (CDS_0019)
20

hemolysin (CDS_0021)

22
23

amidase (CDS_0024)

25
26

27
28

29 transposase (CDS_0030)

uvig_376016 11734:27280(+)

RT_III-AM_III-B_2 (CDS_0019)
20

hemolysin (CDS_0021)

22
endolysin (CDS_0023)

24

transcriptional regulator (CDS_0025)

26

transposase (CDS_0027)
peptide deformylase (CDS_0028)

DNA binding protein (CDS_0029)
30

MGV-GENOME-0216301 11734:21706(+)

RT_III-AM_III-B_2 (CDS_0019)
CDS_0020

hemolysin (CDS_0021)

CDS_0022

uvig_359260 11604:37618(+)

RT_III-AM_III-B_2 (CDS_0019)
20

hemolysin (CDS_0021)

22
endolysin (CDS_0023)

24

transcriptional regulator (CDS_0025)

26

transposase (CDS_0027)

28 29 30 31 32 33 34 35
36

37

IMGVR_UViG_3300045988_066878|3300045988|Ga0495776_079675 11906:23107(+)

RT_III-AM_III-B_2 (CDS_0019)
20

hemolysin (CDS_0021)

22
amidase (CDS_0023)

MGV-GENOME-0202690 11642:19936(+)

cysH_IV-B_1 (CDS_0019)

SAMN00990321_a1_ct45940_vs1 11642:31853(+)

RT_III-AM_III-B_2 (CDS_0019)
20

hemolysin (CDS_0021)

22
endolysin (CDS_0023)

24

transcriptional regulator (CDS_0025)

26

transposase (CDS_0027)

28 29
RelA (VF0287) (CDS_0030)

31 32 33

MGV-GENOME-0255216 11642:26420(+)

RT_III-AM_III-B_2 (CDS_0019)
20

hemolysin (CDS_0021)

22
amidase (CDS_0023)

24

transcriptional regulator (CDS_0025)

26

transposase (CDS_0027)

cysH_IV-B_1 (CDS_0028)

IMGVR_UViG_3300008103_000303|3300008103|Ga0114180_100513|9339-42658 7478:25090(+)

tail length tape measure protein (CDS_0012)
13 14

RT_III-AM_III-B_2 (CDS_0018)

19

hemolysin (CDS_0020)

21
22

amidase (CDS_0023)

24
25

26
27

28 29 31 Druantia_II__DruM (CDS_0032)

MGV-GENOME-0229297 13154:22270(+)

Reverse transcriptase (CDS_0019)
CDS_0020

CDS_0022
CDS_0023 CDS_0024

MGV-GENOME-0219834 12258:20998(+)

CDS_0019
CDS_0020 CDS_0021

MGV-GENOME-0244845 12126:27498(+)

Reverse transcriptase (CDS_0019)
20

21
22

amidase (CDS_0023)

24
25

26 29

MGV-GENOME-0257171 13905:22619(+)

CDS_0023
Druantia_II__DruM (CDS_0024)

CDS_0025

MGV-GENOME-0200119 13706:20393(+)

CDS_0021 CDS_0022

uvig_378297 13707:28339(+)

FosA7 family fosfomycin resistance glutathione transferase (NF032892.0) (CDS_0021)

ABC transporter (VF0741) (CDS_0022)

VctPDGC system (VF0638) (CDS_0023)
HitABC (VF0268) (CDS_0024)

Pneumococcal iron uptake (VF1066) (CDS_0025)

26
cation efflux protein (CDS_0027)

SigE (VF0295) (CDS_0028)

MGV-GENOME-0209535 9272:20628(+)

tail protein (CDS_0021)

10000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function Defence Virulence AMR


