RusA-like Holliday junction resolvase (CDS_0022)
CDS_0019 Lamassu-Fam_LmuB_SMC_Cap4_nuclease_|l (CDS_0024) exonuclease (CDS_0027)
CDS_0018 CDS_0020 CDS_0021 CDS_0023 CDS_0025 CDS_0026 UvsX-like recombinase (CDS_0028)
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MGV-GENOME-0319370 34483:44358(-)
CDS_0027 CDS_0022

MGV-GENOME-0296214 14164:22271(-)
CDS_0027

MGV-GENOME-0310549 18432:26513(-)
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CDS 0029

MGV-GENOME-0325668 25997:34153(-)
CDS_0014

MGV-GENOME-0302377 16220:23624(-)
exonuclease (CDS_0025)

MGV-GENOME-0323407 24137:32795(-)
CDS_0016 DarB-like antirestriction (CDS_0015)
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HNH endonuclease (CDS_0035)
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head maturation protease (CDS_0003)
CDS_0005
DarB-like antirestriction (CDS_0010) _RZDS_OOO4

uvig 547523 2987:13475(-)

CDS_0007  major head protein (CDS_0005)
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terminase large subunit (CDS_0001)
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SbcD-like subunit of palindrome specific endonuclease (CDS_0010) CDS_0014 CDS_0015

MGV-GENOME-0295109 2188:11721(+)
SbeD-like subunit of palindrome specific endonuclease (CDS_0040)

MGV-GENOME-0291190 29522:39054(-)
CDS_0046 CDS_0042

MGV-GENOME-0301131 34918:44930(-)
SbeD-like subunit of palindrome specific endonuclease (CDS_0010)

MGV-GENOME-0296514 2047:12059(+)
CDS_0055 CDS_0053

MGV-GENOME-0315327 40098:50183(-)
HNH endonuclease (CDS_0004)
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CDS_0062

MGV-GENOME-0340326 52590:62906(-)
CDS_0043 CDS_0038

MGV-GENOME-0309197 32888:42252(-)
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