TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (CDS_0040)
PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (CDS_0036)
mercury resistance co-regulatgr MerD (NF033783.1) (CDS_OO37)
organomercurial lyase MerB (NF033555.1) (CDS_0038)
TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (CDS_0039)
PIcR-PapR quorum sensing (Vlf0660) (CDS_0635)
transposase (CDS_0034)
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TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (CDS_0040)
PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NFO010310.2) (CDS_0036)
mercury resistance co- regulator MerD (NFO33783.1) CDS _0037)
organomercurial lyase MerB (NFO33555.1) (CDS_0038)
TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (CDS_0039)
PlcR-PapR quorum sensing (VF0660) (CDS_0035) transposase (CDS_0043)
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TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (CDS_0039)
mercury resistance co-regulator MerD (NF033783.1) (CDS_0036)
organomercurial lyase MerB (NF033555.1) (CDS_0037)
TIGRFAMS: mercury(ll) reductase (TIGR02053.1) (CDS_0038)
PIcR-PapR quorum sensing (VF0660) (CDS_0035)  |transposase (CDS_0042)
transposase (CDS 0034) | | | 40 41 43 44
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TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (CDS_0039)
PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (CDS_0036)
mercury resistance co—regulatgr MerD (NF033783.1) (CDS_0037)
TIGRFAMs: mercury(1l) reductase (TIGR02053.1) (CDS_0038)
PIcR-PapR quorum sensing (VF0660) (CDS_0035)
transposase (CDS_0042)
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TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (CDS_0041)
PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NFO%SIO.Z) (CDS_0037)
mercury resistance co-regulatgr MerD (NFO33783.1) (CDS_0038)
organomercurial lyase MerB (NFO33555.1) (CDS_0039)
TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (CDS_0040)
PIcR-PapR quorum sensing (VF0660) (CDS_0036)
transposase (CDS_0035) ‘ ‘ ‘
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TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (CDS_0040)
PRK|PRK13747.1: broad-spectrum mercury transporterﬁerE (NF010310.2) (CDS_0035)
mercury resistance co-regulatgr MerD (NF033783.1) (CDS_0036)
PIcR-PapR quorum sensing (VF0660) (CDS_0034)
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TIGRFAMs: mercury resistance system perlplasm|c binding protein MerP (TIGR02052.1) (CDS_0040)
PRK|PRK13747.1: broad- spectrum mercury transporter r'MerE (NFO10310.2) (CDS_0035)
mercury resistance co- regulator MerD (NF033783.1) CDS _0036)
TIGRFAMs: mercury(ll) reductase (TIGR02053 1) (CDS_0038)
organomercurial lyase MerB (NFO33555.1) (CDS_0037)
‘ transposase (CDS_0043)
PlcR-PapR quorum sensing (VF0660) (CDS_0034) 39 | 41 42 44 45
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TIGRFAMSs: mercury resistance system periplasmic blndlng protein MerP (TIGR02052.1) (CDS_0040)
PRK|PRK13747.1: broad- spectrum mercury transporter MerE (NF010310.2) (CDS_0035)
mercury resistance co- regulator MerD (NF033783.1) (CDS_0036)
TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (CDS_0038)
organomercurial Iyaée MerB (NFO33555.1) (CDS_0037)
transposase (CDS_0043)
41 42 44 45
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TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (CDS_0040)
PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (CDS_0035)
mercury resistance co—regulatgr MerD (NF033783.1) (CDS_0036)
TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (CDS_0039)
organomercurial lyase MerB (NFO33555.1) (CDS_0037)
PIcR-PapR quorum sensing (VF0660) ((ﬁ0034)‘ transposase (CDS_0043)
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TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (CDS_0035)
transposase (CDS_0038)
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TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (CDS_0040)
PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (CDS_0036)
mercury resistance co-regulaﬁ)r MerD (NF033783.1) (CDS_0037)
organomercurial IyaéeﬁerB (NF033555.1) (CDS_0038)
TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (CDS_0039)
transposase (CDS_0043)
PlcR-PapR quorum sensing (VF0660) (CDS_0035) 41 42 44 45

—
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TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (CDS_0041)
TIGRFAMs: mercury(ll) reductase (TIGRO2053.1) (CDS_0039)
organomercurial lyase MerB (NF033555.1) (CDS_0038)
PIcR-PapR quorum sensing (VF0660) (CDS_0036)
transposase (CDS_0035) ‘ transposase (CDS_0044)
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TIGRFAMSs: mercury(ll) reductase (TIGR02053.1) (CDS_0039) 45 transposase (CDS_0047)
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ribonucleotide reductase large subunit (CDS_0039) transposase (CDS_0046)
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