RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0010)
endolysin (CDS_0013)

CDS_0006 CDS_0012 CDS_0016
integrase (CDS_0004) integrase (CDS_0005) CDS_0007CDS_0008 CDS_0009 CDS?OOlTr CDS_0014 CDS_0015

¢ { Oy R & —@-EEEEH —

IMGVR_UViG_3300029227_000213|3300029227|Ga0168687_100250[106-56815 3355:13947(+)

RM_Type_Il__Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0029)
CDS_0031 CDS_0030 CDS_0028

¢ [ K & —@-EEEEL c—

IMGVR_UViG_3300029436_000416|3300029436|Ga0243833_1000105[4914-58667 18326:28918(-)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0031)
excisionase (CDS_0030)
33 32 | 1 29 26 25 23

¢ [ KA O O 1 § N

SAMNO09781738_al_ct99035_vs1 19157:29848(-)

CDS_0031 CDS_0030 CDS_0029

¢ [ KO AT =

IMGVR_UViG_3300014921_000087|3300014921|Ga0169822_100118(236-48744 17691:26799(-)

36 34 33 32 31 30
IMGVR _UViG_3300029467_000129|3300029467|Ga0244104_100122|71824-124547 18129:29157(-)
CDS_0031
IMGVR_UViG_2840805201_000002|2840805201|2840805238|18792-76509 19196:26084(-)
CDS_0040
CDS 0041 | CDS.0039 CDS_0034 RelE-like toxin (CDS_0033)

IMGVR_UViG_3300029653_000161|3300029653|Ga0245224_100013|276204-322978 20928:29669(-)

lincosamide nucleotidyltransferase Lnu(P) (NFO00061.1) (CDS_0031)
RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0033)

endonuclease (CDS_0034) | 32 | 30
( { K@ ey HK KK ]

——
IMGVR_UViG_3300023498_000194|3300023498|Ga0257046_100283 17855:28731(-)

endonuclease (CDS_0033)
HNH endonuclease (CDS_0034) 32 31 30 RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0029)

¢ ( KO- @RGETTD D« O U G

SAMN11252255 al ct107662 vs1 17856:28747(-)
DNA invertase (CDS_0033)

¢ 8 O N

IMGVR_UViG_3300029441_000364|3300029441|Ga0243753_1000657|270-52307 20274:25200(-)

Lamassu-Fam__LmuB_SMC_Mrr (CDS_0037)

Lamassu-Fam__LmuC_acc_hypothetical (CDS_0038) transposase (CDS_0035)
Lamassu-Fam__LmuA_effector_hypothetical (CD5_0039) CDS_0036 CDS_0034 DNA invertase (CDS_0032)
IMGVR_UViG_3300029549_000259|3300029549|Ga0244894_100233|51861-100954 20274:32705(-)
CDS_0039
ED&&038 CDS_0032
CDS_0040 CDS_0037 integrase (CDS_0035) transposase (CDS_0031)

O § <AE——-~H O

IMGVR_UViG_3300029778_000156|3300029778|Ga0243887_1000436 19859:30381(-)

[ 4000 nt i

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover unknown function Defence AMR
I



