RecA filament binding protein Dinl (CDS_0029)
head-tail adaptor Ad1 (CDS_0020) DksA-like zinc-finger protein (CDS_0033)
terminase small subunit (CDS_0021) RNA-binding protein (CDS_0031)
head scaffolding protein (CDS_0023)  portal protein (CDS_0025) CDS_0027 nicking at origin of replication (CDS_TO?;O)L CDS_0034
CDS_0022 terminase large subunit (C DS_OOZZ) CDS_0026 T CDS_0028 \ CDS_0032
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g

TemPhD_cluster_63522 14309:27080(+)
CDS_0005 CDS_0004 CDS_0039

TemPhD_cluster_52426 1:11777(-), 29475:30449(-)
CDS_0005 CDS_0004 RNA-binding protein (CDS_0039)

TemPhD_cluster_30764 1:11656(-), 29008:29740(-)

RecA filament binding protein Dinl (CDS_0002)
DEDDh_L_II_II_IV_V_VI_1(CDS_0037)
CDS_0004 RNA-binding protein (CDS_0039) cell division inhibitor (CDS_0033)
CDS_0005 | CDS_0003 CDS_0034

TemPhD_cluster_38351 1:11778(-), 25951:28096(-)
CDS_0005 CDS_0004

TemPhD_cluster_63306_ 1:11778(-), 29616:31194(-)
CDS_0005 CDS_0004

TemPhD_cluster_63474_ 1:11667(-), 28837:30415(-)
CDS_0004

TemPhD_cluster 52373 1:11229(-), 29085:30663(-)
CDS_0004 queuine tRNA-ribosyltransferase (CDS_0041)

TemPhD_cluster_38167 1:10921(-), 28302:30388(-)
CDS_0027 phosphoadenosine phosphosulfate reductase (CDS_0031)

i

TemPhD_cluster_63563 14189:26831(+)
CDS_0007 CDS_0005

CDS_0009 CDS_0006 CDS_0004 CDS_0045 CDS_0044
a T L O «(@¢E¢ K CEd

TemPhD_cluster_44082 1:12616(-), 30182:31501(-)

CDS_0005
CDS_0006| CDS_0004 CDS_0042

TemPhD_cluster_44209 1:12620(-), 29694:30785(-)

CDS_0005
CDS_0006 | CDS.0004
GO o G GO I I 0L GO GO oGO GO 0 O 5 5

TemPhD_cluster 44133 1:11911(-), 29066:31212(-)
CDS_0004

~

TemPhD_cluster_52372 1:11754(-), 29330:30650(-)

terminase large subunit (CDS_0007) CDS_0004
@y @O ad
TemPhD_cluster_63391_ 1:11154(-), 29470:30790(-)
terminase large subunit (CDS_0007) CDS_0004 CDS_0041

TemPhD_cluster_51962 1:11773(-), 31435:32487(-)
CDS_0004

—
TemPhD_cluster_26370 1:11773(-), 31435:32487(-)

CDS_0042
CDS_0004 | cDs 0040

~

TemPhD_cluster_44243 1:11738(-), 28921:30698(-)

CDS_0004 CDS_0041
e eyl eIy E—————————— A '
TemPhD_cluster_33845 1:11738(-), 28921:30697(-)
CDS_0005
‘| cDs_0004

—
TemPhD_cluster_63356_ 1:11946(-), 29665:30984(-)

CDS_0005 CDS_0004

(S O S S o I, B S [ G O S 0
TemPhD_cluster_38108 1:12094(-), 29801:30892()
CDS_0005
| cbs_0004
KKK O KK XA
TemPhD_cluster_52446 1:11949(-),29287:30378(-)
CDS_0004

TemPhD_cluster_52525 1:11226(-), 28967:30058(-)

CDS_0005
‘| cDs_0004

TemPhD_cluster_18160 1:11267(-), 30911:31963(-)

CDS_0005 CDS_0044  CDS_0042
‘| cDs_0004 CDS_0043

TemPhD_cluster_ 51940 1:11994(-), 31211:32593(-)
22 21 20 19 RecAfilament binding protein Dinl (CDS_0018) 13  CllI-like regulator (CDS_0011)

TemPhD_cluster_63854 9072:22939(-)

CDS_0004 RecA filament binding protein Dinl (CDS_0002)
CDS_0005 T CDS_0003

TemPhD_cluster_20740 1:11814(-), 26632:28685(-)
CDS_0005 CDS_0004

TemPhD_cluster_52370 1:11444(-), 29605:30696(-)
CDS_0004

TemPhD_cluster_30741 1:10324(-), 28488:30045(-)
CDS_0004 CDS_0040

TemPhD_cluster_52301 1:10683(-), 29497:31023(-)
CDS_0004

TemPhD_cluster_38042 1:10530(-), 30295:31482(-)
CDS_0005 CDS_0004

TemPhD_cluster_63350_ 1:11749(-), 29904:30995(-)

CDS_0005
‘| cDs_0004

TemPhD_cluster_44406 1:10626(-), 28564:29655(-)
CDS_0004

TemPhD_cluster_44397 1:10322(-), 28663:29754(-)

CDS 0014
‘| cDps_0013
@ T HE - OO |
TemPhD_cluster 63558 3214:14930()
CDS_0004

TemPhD_cluster_44218 1:10666(-), 29681:30733(-)

CDS_0005
| cps_ooo4

TemPhD_cluster_52170 1:11523(-), 30477:31529(-)
CDS_0004

TemPhD_cluster_12451 1:11523(-), 30605:31657(-)
CDS_0004

TemPhD_cluster_30654 1:10804(-), 30585:31637(-)
CDS_0004

TemPhD_cluster_63148_ 1:11391(-), 30638:31825(-)
CDS_0005 CDS_0004

TemPhD_cluster_52332 1:11493(-), 29837:30928(-)
CDS_0004

TemPhD_cluster_44073 1:10677(-), 30433:31620(-)
CDS_0004

TemPhD_cluster_44279 1:11158(-), 29313:30404(-)
CDS_0004

TemPhD_cluster_30777 1:11027(-), 28928:29476(-)
CDS_0004 CDS_0041

TemPhD_cluster_52279 1:11133(-), 29114:31078(-)
CDS_0004

TemPhD_cluster_26369 1:11173(-), 31435:32487(-)
CDS_0004

TemPhD_cluster_52083 1:10453(-), 30898:31950(-)
CDS_0005  CDS_0004

TemPhD_cluster_7665 1:11536(-), 29688:30779(-)
CDS_0004

TemPhD_cluster_63481_ 1:10415(-), 28653:30379(-)
CDS_0005 CDS_0004

TemPhD_cluster_52455 1:11060(-), 29375:30349(-)
CDS_0005 CDS_0004

TemPhD_cluster_25039 1:10965(-), 28900:29448(-)
CDS_0006 CDS_0005 CDS_0004

TemPhD_cluster_63442_ 1:12093(-), 30024:30572(-)
CDS_0014 CDS_0013

TemPhD_cluster_63636 3173:14966

-)
CDS_0005 CDS_0004

TemPhD_cluster_44203 1:10967(-), 29621:30808(-)
CDS_0005 CDS_0004

TemPhD_cluster_43989 1:11776(-), 30588:32114(-)
CDS_0013 CDS_0012

TemPhD_cluster_63536 3177:15426

-)

CDS_0004
CDS_0005

TemPhD_cluster_33829 1:10585(-), 29842:30816(-)
CDS_0005 CDS_0004

IMGVR_UViG_2811995165_000002|2811995165|2812076160|265017-295084 1:11183(-)
CDS_0005 CDS_0004

TemPhD_cluster_52214 1:11214(-), 30243:31295(-)
CDS_0005 CDS_0004

TemPhD_cluster_23885 1:11184(-), 29865:30880(-)
CDS_0005 CDS_0004

TemPhD_cluster_63383_ 1:11174(-), 29111:30837(-)
CDS_0005 CDS_0004

TemPhD_cluster_63278_ 1:11895(-), 29783:31346(-)
CDS_0004 DNA polymerase exonuclease subunit (CDS_0040)

TemPhD_cluster_21320 1:10750(-), 29346:30975(-)
CDS_0014 CDS_0013

TemPhD_cluster_63764 3195:14410

-)
CDS_0005 CDS_0004

TemPhD_cluster_23950 1:10148(-), 28182:28724(-)
CDS_0026 CDS_0027

TemPhD_cluster_63589 14836:26850(+)
CDS_0005 CDS_0004 DNA methyltransferase (CDS_0040)

TemPhD_cluster_6414 1:10244(-), 28274:30052(-)

CDS_0007 CDS_0005
|cps_0006]  cDs 0004

TemPhD_cluster_38036 1:11529(-), 30452:31504(-)

CDS_0005
CDS_0006| CDS_0004

TemPhD_cluster_52221 1:12060(-), 30236:31288(-)

CDS_0005
CDS_0006]  CDS_0004

TemPhD_cluster_52010 1:11341(-), 31206:32258(-)

CDS_0006 CDS_0004
T cps.0005 |

TemPhD_cluster_52017 1:11324(-), 31237:32289(-)

CDS_0005
CDS_0006]  CDS_0004

TemPhD_cluster_10216 1:12062(-), 31974:33026(-)

CDS_0005
CDS.0006 | CDS_.0004

TemPhD_cluster_52184 1:11311(-), 30391:31482(-)

CDS_0005
CDS_0006 | CDS.0004

TemPhD_cluster_52506 1:11350(-), 29024:30076(-)

CDS_0005
CDS_0006| CDS_0004

TemPhD_cluster 44125 1:12021(-), 30178:31269(-)

CDS_0005
CDS_0006|  CDS 0004

TemPhD_cluster_19044 1:11299(-), 29526:30617(-)

CDS_0005
CDS_0007 CDS_0006| CDS_0004

I
TemPhD_cluster_63150_ 1:12422(-), 30729:31820(-)
7 6 5 4 3 RecA filament binding protein Dinl (CDS_0002)
I I
TemPhD_cluster 44423 1:12422(-),27511:29603(-)
CDS_0005

CDS_0006]  CDS_0004

IMGVR_UViG_2651869812_000007|2651869812|2651905040|208405-241020 1:12061(-)

CDS_0005
CDS 0006 | CDS_ 0004

TemPhD_cluster_52331 1:10609(-), 28854:30867(-)

CDS_0005
CDS_0006 | CDS_0004
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TemPhD_cluster 44178 1:11311(-), 29250:30970(-)
CDS_0005
CDS_0006 | CDS_0004 CDS_0041

TemPhD_cluster_63377_ 1:10609(-), 28854:30868(-)
212223 24 RecA filament binding protein Dinl (CDS_0025)

TemPhD_cluster_63777 7714:21173

+)

232221 20 RecA filament binding protein Dinl (CDS_0019)

TemPhD_cluster_63840 7836:21294

)

CDS_0005
CDS_0006 | CDS_0004

TemPhD_cluster_20708 1:11313(-), 29752:31330(-)

CDS_0005
CDS.0006 | CDS_ 0004

TemPhD_cluster_28384 1:11314(-), 29753:31331(-)

CDS_0005
CDS_0006 | CDS.0004 CDS_0041

TemPhD_cluster_63345_ 1:11215(-), 29949:31067(-)
CDS_0004CDS_0003RecA filament binding protein Dinl (CDS_0002)

—
TemPhD_cluster_63998 1:10629(-), 25623:27768(-)

CDS_0004

TemPhD_cluster_63425_ 1:10629(-), 29083:30661(-)
CDS_0004

TemPhD_cluster_38226 1:10632(-), 28640:30067(-)
CDS_0026

TemPhD_cluster_63527 13819:25904(+)
CDS_0005 CDS_0003 RecA filament binding protein Dinl (CDS_0002)

TemPhD_cluster 51911 1:10617(-), 31808:32797()
CDS_0004

TemPhD_cluster_63437_ 1:10530(-), 28900:30646(-)
CDS_0004

TemPhD_cluster_28407 1:11137(-), 29168:30746(-)
CDS_0019 CDS_0020RecA filament binding protein Dinl (CDS_0021)

I
TemPhD_cluster_63898 6891:20376

+)

CDS_0004 CDS_0003RecA filament binding protein Dinl (CDS_0002)

TemPhD_cluster 44515 1:10772(-), 25766:28479(-)
CDS_0004

TemPhD_cluster_22938 1:10774(-), 28544:30690(-)
CDS_0004

TemPhD_cluster_22939 1:11374(-), 28544:30690(-)

CDS_0004 CDS_0038
@ H T — - O Caca
TemPhD_cluster_30695 1:10781(-), 29719:30926(-)

CDS_0004
SN U , G I, WY oy S G, Gy G e
TemPhD_cluster_52447 1:10775(-), 28810:30388(-)

CDS_0004 DNA methyltransferase (CDS_0039)
- — - (- ad
TemPhD_cluster_30754 1:10772(-), 28722:29956(-)

CDS_0004

IMGVR_UViG_2897288195_000001|2897288195[2897288195(672625-702379 1:10625(-)
CDS_0004

IMGVR_UViG_2912040427_000002|2912040427|2912040427|714216-742841 1:10627(-)
CDS_0004

IMGVR_UViG_2681813005_000001|2681813005|2681836838|668445-698106 1:11523(-)
CDS_0004

IMGVR_UViG_2657245010_000005|2657245010|2657257425|227567-257522 1:10776(-)
CDS_0004

IMGVR_UViG_2922294356_000002|2922294356]2922294365(636174-667251 1:10935(-)
CDS_0005 CDS_0004

IMGVR_UViG_2861023618_000001|2861023618|2861023618|658102-688745 1:11574(-)
CDS_0005 CDS_0004

IMGVR_UViG_650716084_000004|650716084(650716177|3084741-3115735 1:11444(-)

CDS_0005
| CDS_0004

IMGVR_UViG_2912029355_000002|2912029355|2912029355|715227-743852 1:10627(-)
CDS_0005 CDS_0004

IMGVR_UViG_2912034945_000003|2912034945[2912034945(697683-727308 1:10626(-)
CDS_0005 CDS_0004

IMGVR_UViG_3300014718_000002|3300014718|Ga0134865_10008]90-31612 1:11044(-)
CDS_0005 CDS_0004

IMGVR_UViG_3300036817_000494|3300036817|Ga0376687_0000001|440540-469729 1:11487(-)
CDS_0004

IMGVR_UViG_2657245512_000008|2657245512|2657308412|665032-697456 1:10610(-)

AbiP2__AbiP2 (CDS_0020) RecA filament binding protein Dinl (CDS_0022)
CDS 0021

i#

TemPhD_cluster_63780 7419:21566

+)

AbiP2_AbiP2 (CDS_0004)

TemPhD_cluster_20716 1:12055(-), 30210:31301(-)

AbiP2__AbiP2 (CDS_0004)
CDS_0003RecA filament binding protein Dinl (CDS_0002)

i
|

—
TemPhD_cluster_64035 1:11314(-), 25438:27449(-)

CDS_0004
CDS_0003RecA filament binding protein Dinl (CDS_0002)

TemPhD_cluster_52456 1:11173(-), 28226:30279(-)

CDS_0004
CDS_0005 CDS_0003RecA filament binding protein Dinl (CDS_0002)

TemPhD_cluster_13032 1:11574(-), 28224:30277(-)

CDS_0004
CDS_0003RecA filament binding protein Dinl (CDS_0002)

TemPhD_cluster_38325 1:10361(-), 26867:28920(-)

AbiP2_AbiP2 (CDS_0005) CDS_0003
CDS_0004

i
)

TemPhD_cluster_44265 1:11392(-), 29062:30598(-)
CDS_0005 CDS_0004

TemPhD_cluster_28513 1:10148(-), 27624:28650(-)
CDS_0004

TemPhD_cluster_33925 1:10627(-), 28160:29186(-)
CDS_0006 CDS_0005 CDS_0004

TemPhD_cluster_44024 1:12093(-), 30809:31835(-)

CDS_0005
CDS_0010 head scaffolding protein (CDS_0009) CDS_0006 | CDS 0004

—
TemPhD_cluster_63058_ 1:12521(-), 30741:32267(-)

RecA filament binding protein Dinl (CDS_0003)
CDS_0005 " RecA filament binding protein Dinl (CDS_0002)

I
TemPhD_cluster_63371_ 1:10311(-), 29370:30948(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0004)
CDS_0008 CDS_0005 CDS_0003

TemPhD_cluster_38196 1:11677(-), 29126:30238(-)
Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_II (CDS_0006) 5 4 3 RecAfilament binding protein Dinl (CDS_0002)

TemPhD_cluster_38057 1:12655(-), 29328:31420(-)
Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_Il (CDS_0006) 5 4 3

N

TemPhD_cluster_44182 1:11937(-), 28874:30966(-)

Lamassu-Fam_ LmuB_SMC_Cap4_nuclease_|l (CDS_0006)
5 4 3 RecAfilament binding protein Dinl (CDS_0002)
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TemPhD_cluster 43823 1:12974(-), 31316:33504(-)

Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_|l (CDS_0006)
7 5 4 3 RecAfilament binding protein Dinl (CDS_0002)

i%

TemPhD_cluster_63108_ 1:13070(-), 29960:32052(-)
Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_|l (CDS_0006) 5 4 3 RecAfilament binding protein Dinl (CDS_0002)

TemPhD_cluster 43990 1:11975(-), 30010:32063(-)
Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_Il (CDS_0006) 5 4 3

N

. I —
TemPhD_cluster_52094 1:12695(-), 29861:31914(-)

Lamassu-Fam_LmuB_SMC_Cap4_nuclease_|l (CDS_0006)
7 5 4 3 2
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TemPhD_cluster_13597 1:13070(-), 30006:32098(-)

Lamassu-Fam__LmuB_SMC_Cap4_nuclease_Il (CDS_0006)
7 5 4 3 2
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TemPhD_cluster_51794 1:13109(-), 31107:33542(-)

Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_|l (CDS_0006)
7 5 4 3 RecAfilament binding protein Dinl (CDS_0002)
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|

IMGVR_UViG_2531839383_000007(2531839383|2531893077(327602-359425 1:13070(-)
Lamassu-Fam__LmuB_SMC_Cap4_nuclease_|l (CDS_0006) 5 4 3 RecAfilament binding protein Dinl (CDS_0002)

IMGVR_UViG_2757320578_000001(2757320578|2757368114[137294-168439 1:12655(-)
Lamassu-Fam__LmuB_SMC_Cap4_nuclease_ll (CDS_0006) 5 4 3 RecA filament binding protein Dinl (CDS_0002)

I
TemPhD_cluster_63024_ 1:12546(-), 29764:32347(-)
Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_Il (CDS_0006) 5 4 3 2

TemPhD_cluster_51981 1:12536(-), 29347:32448(-)

o

54 3 RecAfilament binding protein Dinl (CDS_0002)

—
TemPhD_cluster_7082 1:10821(-), 27982:30035(-)

CDS_0028 ECA filament binding protein Dinl (CDS_0030)
CDS_ 0027 |cps_0029

TemPhD_cluster_63530 15155:28032(+)

6 54 3 RecAfilament binding protein Dinl (CDS_0002)
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TemPhD_cluster_63978 1:10824(-), 26417:27953(-)
6 54 3 RecAfilament binding protein Dinl (CDS_0002)

TemPhD_cluster_22966 1:10709(-), 27645:29737(-)

o

54 3 RecAfilament binding protein Dinl (CDS_0002)

TemPhD_cluster_52480 1:10785(-), 27790:30265(-)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0023)
CDS_0021 CDS_0022 RecA filament binding protein Dinl (CDS_0024)

|
é#

TemPhD_cluster_63821 8012:22649

+)

RM_Type_IlI__Type_ll_MTases__Type_I|_MTases_FAM_0 (CDS_0003)
CDS_0005 CDS_0004 RecA filament binding protein Dinl (CDS_0002)

|
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TemPhD_cluster_33697 1:11730(-), 30073:32261(-)

RM_Type_Il__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0003)
CDS_0005 CDS 0004 RecA filament binding protein Dinl (CDS_0002)
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TemPhD_cluster_36796_ 1:11866(-), 37397:39450(-)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0003)
CDS_0005 CDS_0004 RecA filament binding protein Dinl (CDS_0002)
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TemPhD_cluster_52126 1:12488(-), 29642:31734(-)

RM_Type_ll_Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0003)
CDS_0005 CDS_0004 RecA filament binding protein Dinl (CDS_0002)
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TemPhD_cluster_38100 1:11786(-), 29457:31003(-)

RM_Type_Il_Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0003)
6 5 4 RecA filament binding protein Dinl (CDS_0002)
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I

TemPhD_cluster_51906 1:11791(-), 31270:32816(-)

RM_Type_ll__Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0003)
CDS_0005 CDS_0004 RecA filament binding protein Dinl (CDS_0002)
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TemPhD_cluster_52092 1:12465(-), 29806:31898(-)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0003)
CDS_0005 CDS_0004 RecA filament binding protein Dinl (CDS_0002)
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TemPhD_cluster_38111 1:11920(-), 28857:30910(-)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0003)
CDS_0005 CDS_0004 RecA filament binding protein Dinl (CDS_0002)

\
I

TemPhD_cluster_52248 1:12427(-),29119:31211(-)

RM_Type_ll_Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0003)
CDS_0005 CDS_0004 RecA filament binding protein Dinl (CDS_0002)

|
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TemPhD_cluster_33660 1:12467(-), 30192:32979(-)

RM_Type_ll_Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0003)
CDS_0005 CDS_0004 RecA filament binding protein Dinl (CDS_0002)

TemPhD_cluster_33719 1:11747(-), 29192:31979(-)

RM_Type_Il_Type_ll_MTases__Type_I|_MTases_FAM_0 (CDS_0003)
CDS_0005 CDS_0004 RecA filament binding protein Dinl (CDS_0002)

|
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TemPhD_cluster_63178_ 1:12553(-), 29226:31740(-)

RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0003)
CDS_0005 CDS 0004 RecA filament binding protein Dinl (CDS_0002)
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#

TemPhD_cluster 63274 1:12444(-), 28848:31362(-)

RM_Type_ll__Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0003)
CDS_0005 CDS_0004 RecA filament binding protein Dinl (CDS_0002)

|
%ﬁ

MGV-GENOME-0215459 1:11994(-

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0003)
CDS_0005 CDS_0004 RecA filament binding protein Dinl (CDS_0002)

\
I

IMGVR_UVIG_2619619102_000002|2619619102|2619666219|524022-554876 1:11786(-)

RM_Type_Il__Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0003)
CDS_0005 CDS_0004 RecA filament binding protein Dinl (CDS_0002)

IMGVR_UViG_3300045988_103934|3300045988|Ga0495776_115755 1:11994(-)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0003)
CDS_0005 CDS_0004 RecA filament binding protein Dinl (CDS_0002)

|
;

TemPhD_cluster_38155 1:11740(-), 28678:30516(-)

Retron_VI_HTH (CDS_0005)
polymerase (C DS_0006)
98 7 | 4 3 RecA filament binding protein Dinl (CDS_0002)
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o
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|

TemPhD_cluster_13026 1:12802(-), 29956:32048(-)

RecA filament binding protein Dinl (CDS_0003)
Retron_VI__HTH (CDS_0005)
polymerase (CDS_0006)
10 98 7 \ 4 _RecA filament binding protein Dinl (CDS_0002)

|
%

TemPhD_cluster_63111_ 1:12801(-), 29955:32047(-)

Retron_VI__HTH (CDS_0004)
polymerase (CDS_0005)
7 6 | 3

TemPhD_cluster_52048 1:12269(-), 31049:32161(-)

RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0004)
6 5 3 RecA filament binding protein Dinl (CDS_0002)

\
+

TemPhD_cluster_43899 1:12594(-), 30369:32804(-)

RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0004)
RecA filament Binding protein Dinl (CDS_0003)
6 5 | RecA filament binding protein Dinl (CDS_0002)

;

TemPhD_cluster_63168_ 1:12458(-),29611:31799(-)

6000 nt 1
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