
TemPhD_cluster_63242_ 22919:2280(+)

CDS_0001tail length tape measure protein (CDS_0031)

tail protein (CDS_0032)
tail protein (CDS_0033)

transcriptional regulator (CDS_0034)

integrase (CDS_0035)

transcriptional repressor (CDS_0036)

Cox-like excisionase and repressor (CDS_0037)
CII-like transcriptional activator (CDS_0038)

cell division inhibitor (CDS_0039)

CDS_0040
CDS_0041

replication initiation protein (CDS_0042)

TemPhD_cluster_28443 21865:2280(+)

CDS_0033

IMGVR_UViG_2706794641_000004|2706794641|2706817642|65801-95441 19931:28755(+)

CDS_0026 CDS_0031 Cox-like excisionase and repressor (CDS_0033)

TemPhD_cluster_52652 22184:2283(+)

Cox-like excisionase and repressor (CDS_0033)
CDS_0037

IMGVR_UViG_2617271015_000006|2617271015|2617327319|3508361-3541419 22980:32484(+)

head closure (CDS_0027) CDS_0032 CDS_0034CDS_0035

IMGVR_UViG_2671181148_000003|2671181148|2671323649|433-33493 19972:32438(+)

CDS_0030
CDS_0031

CDS_0032

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0033)

Cox-like excisionase and repressor (CDS_0037)

IMGVR_UViG_2663763276_000003|2663763276|2663838841|3-32429 19972:31804(+)

CDS_0030
CDS_0031 Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0032)

TemPhD_cluster_44071 19972:31009(+)

transcriptional regulator (CDS_0030)
Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0031)

TemPhD_cluster_63062_ 20752:31654(+)

transcriptional regulator (CDS_0030)
CDS_0031

IMGVR_UViG_2706794637_000001|2706794637|2706817404|258343-293677 19730:33405(+)

31 32 33
Gao_Her_DUF__HerA_DUF (CDS_0034)

35

TemPhD_cluster_51917 19646:32101(+)

CDS_0031
Gao_Her_DUF__HerA_DUF (CDS_0032)

CDS_0033

TemPhD_cluster_62944_ 20797:32422(+)

transcriptional regulator (CDS_0032)
CDS_0033 CDS_0035 CDS_0036

TemPhD_cluster_62879_ 19356:32809(+)

transcriptional regulator (CDS_0029)
PD-T7-2__PD-T7-2_B (CDS_0030)

PD-T7-2__PD-T7-2_A (CDS_0031)

TemPhD_cluster_43846 20314:32158(+)

transcriptional regulator (CDS_0032)

CDS_0033
Menshen__NsnB (CDS_0034)

CDS_0039 CDS_0040

TemPhD_cluster_33608 21154:33407(+)

transcriptional regulator (CDS_0031)
CDS_0032

Paris_I__AriB_DUF4435_I___AriB_DUF4435_I_ali (CDS_0034)

Paris_I__AriA_AAA15___AriA_AAA15_ali (CDS_0035)

IMGVR_UViG_2684622673_000001|2684622673|2684638574|390318-422498 21723:32180(+)

Paris_I__AriB_DUF4435_I___AriB_DUF4435_I_ali (CDS_0033) Paris_I__AriA_AAA15___AriA_AAA15_ali (CDS_0034)

IMGVR_UViG_2663762819_000005|2663762819|2663779750|229550-264754 20749:34905(+)

CDS_0030 CDS_0031
Old_exonuclease__Old_exonuclease (CDS_0032)

CDS_0033

TemPhD_cluster_37683_ 20749:34129(+)

transcriptional regulator (CDS_0030)
Old_exonuclease__Old_exonuclease (CDS_0031)

CDS_0032

TemPhD_cluster_62857_ 21302:32857(+)

CDS_0034 CDS_0035

TemPhD_cluster_38125 19515:29815(+)

transcriptional regulator (CDS_0030)
CDS_0031

IMGVR_UViG_2728368902_000003|2728368902|2728368997|240080-274505 21294:34103(+)

excisionase (CDS_0032) CDS_0033 CDS_0034 CDS_0035

TemPhD_cluster_62957_ 21294:32380(+)

CDS_0032 CDS_0033

IMGVR_UViG_2657245113_000005|2657245113|2657269344|3-28600 20749:28597(+)

CDS_0030

TemPhD_cluster_52139 19658:31086(+)

CDS_0030
Menshen__NsnA (CDS_0031)

CDS_0032

TemPhD_cluster_62776_ 19208:32493(+)

transcriptional regulator (CDS_0030)

31
Borvo__BovA (CDS_0032)

33 34 36

IMGVR_UViG_2675903411_000012|2675903411|2675971774|160662-191466 19614:30025(+)

CDS_0030
CDS_0031

IMGVR_UViG_2891963959_000003|2891963959|2891963959|3102931-3133254 17961:28384(+)

transcriptional regulator (CDS_0028)
CDS_0029

IMGVR_UViG_2700989359_000004|2700989359|2701039974|147511-180488 21261:31326(+)

CDS_0032

IMGVR_UViG_2548876522_000005|2548876522|2548883063|296656-327302 20068:29753(+)

CDS_0030
transcriptional regulator (CDS_0032)

CDS_0033

IMGVR_UViG_2667527813_000004|2667527813|2667571811|73283-103680 20066:29504(+)

CDS_0031 CDS_0032

IMGVR_UViG_651053079_000005|651053079|651053132|2553301-2584694 20491:30614(+)

CDS_0031
CDS_0032

transcriptional regulator (CDS_0034)

CDS_0035

IMGVR_UViG_2693429705_000003|2693429705|2693463531|45391-77687 21236:31384(+)

transcriptional regulator (CDS_0032) CDS_0033

IMGVR_UViG_2744054943_000006|2744054943|2744103355|253360-284093 19033:29955(+)

CDS_0030 CDS_0031 CDS_0034

IMGVR_UViG_2859720988_000004|2859720988|2859720988|2172829-2208011 19074:34883(+)

30 31 32
transposase (CDS_0033)

34 35 37 Menshen__NsnA (CDS_0038)

TemPhD_cluster_51682 23885:33444(+)

CDS_0027 CDS_0029 CDS_0034CDS_0035

TemPhD_cluster_10984 20888:30880(+)

CDS_0029

IMGVR_UViG_2718218258_000001|2718218258|2718228897|648322-680181 21673:31069(+)

PlcR-PapR quorum sensing (VF0660) (CDS_0030)

TemPhD_cluster_51363 23571:33195(+)

CDS_0033

TemPhD_cluster_43750 23033:33155(+)

transcriptional regulator (CDS_0030)
CDS_0031

TemPhD_cluster_62988_ 21789:31911(+)

CDS_0030

TemPhD_cluster_33612 22937:32970(+)

CDS_0030
transcriptional regulator (CDS_0031)

CDS_0032

TemPhD_cluster_51901 22604:32169(+)

transcriptional regulator (CDS_0030)
CDS_0031

IMGVR_UViG_2590828667_000005|2590828667|2590865118|386371-421288 24087:34308(+)

transcriptional regulator (CDS_0031)
CDS_0032 CDS_0033

TemPhD_cluster_43749 23792:33357(+)

CDS_0029

TemPhD_cluster_43580 23729:34475(+)

CDS_0032
transcriptional regulator (CDS_0033)

CDS_0034

TemPhD_cluster_33658 22086:32364(+)

transcriptional regulator (CDS_0031)
CDS_0032

IMGVR_UViG_2568526634_000008|2568526634|2568584247|558337-589955 21427:31009(+)

CDS_0030

IMGVR_UViG_2657245549_000007|2657245549|2657312999|586940-619064 20484:31515(+)

CDS_0030
CDS_0031

CDS_0032

SAMN00998693_a1_ct14424_vs1 23752:34271(+)

CDS_0032 CDS_0033

uvig_370082 20724:30147(+)

CDS_0029

IMGVR_UViG_2791355124_000005|2791355124|2791379200|215002-247426 22077:31066(+)

CDS_0031

IMGVR_UViG_2718218004_000001|2718218004|2718228395|656462-692423 25663:35171(+)

CDS_0033
CDS_0034

IMGVR_UViG_640753032_000002|640753032|640753018|3803336-3837148 22604:33203(+)

transcriptional regulator (CDS_0030)
CDS_0031

CDS_0032
CDS_0033

uvig_298824 20521:31203(+)

CDS_0030 CDS_0031

TemPhD_cluster_62866_ 21326:31597(+)

CDS_0030
transcriptional regulator (CDS_0031)

CDS_0032

IMGVR_UViG_2695420679_000007|2695420679|2695465424|3-31638 21420:31020(+)

CDS_0030
transcriptional regulator (CDS_0031)

CDS_0032

TemPhD_cluster_44009 20872:31425(+)

CDS_0029

transcriptional regulator (CDS_0030)
CBASS__Endonuc_small (CDS_0031)

CDS_0032

IMGVR_UViG_2563367059_000014|2563367059|2563420295|75240-108715 21695:32959(+)

30 31 32 33 34 36

IMGVR_UViG_2617271250_000003|2617271250|2617358854|295618-328387 22581:32160(+)

CDS_0032

IMGVR_UViG_3300025711_000241|3300025711|Ga0207696_1000183|46065-81636 25377:34962(+)

CDS_0031

TemPhD_cluster_51371 25140:34572(+)

transcriptional regulator (CDS_0035)
CDS_0036

IMGVR_UViG_2588254061_000001|2588254061|2588302793|717670-749188 20412:30910(+)

CDS_0030
CDS_0031

CDS_0032

SAMEA2737832_a1_ct145430_vs1 22842:34715(+)

CDS_0030
Rst_2TM_1TM_TIR__Rst_TIR_tm (CDS_0031)

CDS_0032

IMGVR_UViG_2698536385_000016|2698536385|2698546169|2-39701 24149:39090(+)

34

transcriptional regulator (CDS_0035)

36
RNA polymerase sigma factor (CDS_0037)

38 39 40 41

IMGVR_UViG_2718218007_000002|2718218007|2718228410|658078-694390 24149:35703(+)

34
transcriptional regulator (CDS_0035)

36 37 38

IMGVR_UViG_2718218148_000001|2718218148|2718228691|666985-705488 26058:37894(+)

CDS_0035
transcriptional regulator (CDS_0036)

CDS_0037 CDS_0038

TemPhD_cluster_62682_ 22805:33274(+)

CDS_0031
transcriptional regulator (CDS_0032)

CDS_0033

IMGVR_UViG_2588254055_000009|2588254055|2588302664|292980-329105 24062:35516(+)

33
transcriptional regulator (CDS_0034)

35 36 37

TemPhD_cluster_24932 23179:33597(+)

CDS_0031
transcriptional regulator (CDS_0032)

CDS_0033

IMGVR_UViG_2684622573_000002|2684622573|2684629744|5602-42141 22545:35930(+)

tail sheath (CDS_0025) 31

transcriptional regulator (CDS_0032)
DNA repair protein (CDS_0033)

34 35 36

TemPhD_cluster_63024_ 20273:29964(+)

tail protein (CDS_0031)
transcriptional regulator (CDS_0032)

SAMN01774272_a1_ct2900 21825:31851(+)

CDS_0030 CDS_0032 CDS_0037
CDS_0038

DksA-like zinc-finger protein (CDS_0039)

TemPhD_cluster_37856 21628:31830(+)

CDS_0029

TemPhD_cluster_38155 20206:29691(+)

tail protein (CDS_0030) CDS_0031

TemPhD_cluster_38196 20075:29326(+)

CDS_0031

TemPhD_cluster_63527 1:5657(-), 26274:30194(-)

CDS_0040

IMGVR_UViG_3300014718_000002|3300014718|Ga0134865_10008|90-31612 20526:30704(+)

CDS_0032 CDS_0033

TemPhD_cluster_37965 20354:30208(+)

transcriptional regulator (CDS_0033)
CBASS__Endonuc_small (CDS_0034)

CDS_0035

TemPhD_cluster_63330_ 19339:29193(+)

CBASS__Endonuc_small (CDS_0030) CDS_0031

IMGVR_UViG_2718217916_000002|2718217916|2718228214|685993-719018 21969:32207(+)

CDS_0032
CDS_0033 CDS_0034

IMGVR_UViG_2657245512_000008|2657245512|2657308412|665032-697456 21969:31606(+)

CDS_0032 CDS_0033

IMGVR_UViG_2576861418_000025|2576861418|2576888868|5875-36881 19023:29210(+)

CDS_0030 CDS_0031
CDS_0032

IMGVR_UViG_3300011959_000001|3300011959|Ga0120831_100019 20420:32358(+)

baseplate protein (CDS_0031)
CDS_0032

Retron__RT_Tot_1 (CDS_0033)

IMGVR_UViG_2871411147_000007|2871411147|2871411447 19004:33169(+)

transcriptional regulator (CDS_0030)

31 32
RNA polymerase sigma factor (CDS_0033)

DNA primase (CDS_0034)

TemPhD_cluster_19046 19831:29326(+)

CDS_0031
CDS_0032

TemPhD_cluster_30654 19706:30328(+)

transcriptional regulator (CDS_0030)
Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0031)

IMGVR_UViG_650716084_000004|650716084|650716177|3084741-3115735 20836:29647(+)

CDS_0031
CDS_0032

TemPhD_cluster_63129_ 20863:30697(+)

transcriptional regulator (CDS_0032)
CDS_0033

TemPhD_cluster_10281 19798:29290(+)

transcriptional regulator (CDS_0030)
CDS_0031

TemPhD_cluster_63347_ 20238:29730(+)

CDS_0030

TemPhD_cluster_12451 20425:30348(+)

CDS_0031

TemPhD_cluster_33822 19567:29488(+)

transcriptional regulator (CDS_0030)
CDS_0031

TemPhD_cluster_52170 20424:30220(+)

CDS_0032

TemPhD_cluster_37928 21226:31018(+)

transcriptional regulator (CDS_0031)
CDS_0032

IMGVR_UViG_2912034945_000003|2912034945|2912034945|697683-727308 19870:28827(+)

CDS_0031

IMGVR_UViG_2751185949_000005|2751185949|2751261113|33733-62365 18779:27834(+)

CDS_0030

TemPhD_cluster_63638 24134:3753(+)

CDS_0001

TemPhD_cluster_44024 21257:31036(+)

CDS_0032

U32222.1 19258:28060(+)

CDS_0030

IMGVR_UViG_2728369586_000007|2728369586|2728458662|60023-92164 21944:31340(+)

CDS_0032
CDS_0033

TemPhD_cluster_51910 21944:32036(+)

CDS_0032

IMGVR_UViG_2651869812_000007|2651869812|2651905040|208405-241020 21633:31307(+)

CDS_0033
CDS_0034

TemPhD_cluster_19036 21633:31716(+)

CDS_0032
CDS_0033

CDS_0034

TemPhD_cluster_37930 20971:31058(+)

transcriptional regulator (CDS_0031)
CDS_0032

IMGVR_UViG_2903347624_000005|2903347624|2903347699|668-33433 21889:31457(+)

CDS_0033CDS_0034

IMGVR_UViG_2871675190_000001|2871675190|2871675194|209778-241434 21263:30855(+)

CDS_0032
CDS_0033

TemPhD_cluster_33815 19874:29912(+)

CDS_0029

IMGVR_UViG_2906139326_000003|2906139326|2906139345|13765-43886 19874:28591(+)

CDS_0029

TemPhD_cluster_52192 20671:30076(+)

transcriptional regulator (CDS_0032)
CDS_0033

IMGVR_UViG_2859243816_000005|2859243816|2859243816|5278697-5311060 22155:31565(+)

transcriptional regulator (CDS_0031)
CDS_0032

IMGVR_UViG_2690316239_000004|2690316239|2690362505|296547-327682 20812:29827(+)

transcriptional regulator (CDS_0035)
CDS_0036

TemPhD_cluster_44061 20760:30618(+)

transcriptional regulator (CDS_0032)
CDS_0033

TemPhD_cluster_52161 20472:30301(+)

CDS_0029

SAMN03418253_a1_ct233216_vs1 18674:29136(+)

tail protein (CDS_0028)
CDS_0029

IMGVR_UViG_3300029164_000027|3300029164|Ga0120233_100006|100302-128934 18779:28539(+)

CDS_0030 CDS_0034
CDS_0036

IMGVR_UViG_2695420487_000015|2695420487|2695437761|90736-129891 20834:38127(+)

30 31 32 33 34

IMGVR_UViG_2541047755_000010|2541047755|2541171103|14569-47000 21619:31820(+)

CDS_0031 CDS_0032 Cox-like excisionase and repressor (CDS_0035)

TemPhD_cluster_44017 20855:31074(+)

transcriptional regulator (CDS_0031)
CDS_0032 CDS_0039

TemPhD_cluster_44218 19688:29908(+)

CDS_0030

IMGVR_UViG_2563367008_000013|2563367008|2563401869|8845-40400 20516:30211(+)

transcriptional regulator (CDS_0031)
CDS_0032

IMGVR_UViG_640427113_000007|640427113|640427145|3783633-3815364 19421:30222(+)

CDS_0029
transcriptional regulator (CDS_0030)

CDS_0031

TemPhD_cluster_52214 20495:30470(+)

transcriptional regulator (CDS_0031)
CDS_0032 CDS_0037

TemPhD_cluster_28347 17464:29612(+)

tail protein (CDS_0023)
tail fiber protein (CDS_0024)

tail fiber protein (CDS_0025)
tail fiber assembly protein (CDS_0026)

CDS_0031

IMGVR_UViG_2558860446_000008|2558860446|2558890358|286222-325050 21989:37520(+)

31 33

Cox-like excisionase and repressor (CDS_0035)

36
baseplate protein (CDS_0037)

38 39

TemPhD_cluster_36796_ 22319:38141(+)

32

Cox-like excisionase and repressor (CDS_0036)
CII-like regulator (CDS_0037)

baseplate protein (CDS_0038) 39 40

IMGVR_UViG_2907859159_000001|2907859159|2907859159|640192-673811 25259:33346(+)

CDS_0032 Cox-like excisionase and repressor (CDS_0035)

TemPhD_cluster_52241 22318:2229(+)

baseplate wedge tail fiber protein connector (CDS_0001)CDS_0033 CDS_0039

TemPhD_cluster_37785_ 24783:2229(+)

Cox-like excisionase and repressor (CDS_0036)

TemPhD_cluster_20047 20598:2247(+)

CDS_0031 CDS_0038

IMGVR_UViG_2877566093_000006|2877566093|2877566093|3427297-3460844 22819:33274(+)

CDS_0031
CDS_0032

IMGVR_UViG_2860573271_000001|2860573271|2860573271|633336-667123 23105:33293(+)

CDS_0031
CDS_0032

6000 nt

DNA, RNA and nucleotide metabolism connector integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function Defence Virulence


