TTSS-2 secreted effectors (VF0947) (CDS_0032)

tail assembly chaperone (CDS_0028) Mu Gam-like end protection (CDS_0036)
tail fiber protein (CDS_0027) CDS_0030 excisionase (CDS_0034)
CDS_0023 CDS_ 0024  CDS_0025 CDS_0026 | CDS.0029 |  CDS 0031 CDS_0033 ~ [CDS_0035 exonuclease (CDS_0037)

IMGVR _UViG_2558860446_000009|2558860446(2558890362|46901-90353 16971:30756(+)
CDS_0031 TTSS-2 secreted effectors (VF0947) (CDS_0032)
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IMGVR_UViG_2554235325_000004|2554235325/2554308846(2159753-2203427 16971:30979(+)

CDS_0022
CDS_0021 CDS_0027 TTSS-2 secreted effectors (VF0947) (CDS_0028)

IMGVR_UVIG_2721755609_000005|2721755609]2721801127|2839074-2879080 15865:27311(+)
tail fiber protein (CDS_0025) CDS_0026 CDS_0029 TTSS-2 secreted effectors (VF0947) (CDS_0030)
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IMGVR_UViG_2600255172_000004|2600255172|2600300276|7557-50907 16487:28380(+)

tail fiber protein (CDS_0028) DNA invertase (CDS_0029)
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TemPhD_cluster_35627_ 15827:26596(+)

CDS_0028  CDS_0029
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TemPhD_cluster_15087 15827:26605(+)

nucleoid associated protein (CDS_0033)
tail fiber protein (CDS_0029) DNA invertase (CDS_0030) CDS_0034 CDS_0037
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TemPhD_cluster_29263 16540:29761(+)

tail fiber protein (CDS_0028)
tail fiber protein (CDS_0025) CDS_0027 DNA invertase (CDS_0029)
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TemPhD_cluster_23390 15827:26604(+)

tail fiber protein (CDS_0028)
CDS_0026 DNA invertase (CDS_0029)
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TemPhD_cluster_23388 15827:26604(+)

tail fiber assembly protein (CDS_0027) DNA invertase (CDS_0029)
tail fiber protein (CDS_0028)
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TemPhD_cluster 41196 15811:26141(+)

tail fiber assembly protein (CDS_0027) DNA invertase (CDS_0029)
tail fiber protein (CDS_0028)
TemPhD_cluster_41133 15806:26591(+)
tail fiber assembly protein (CDS_0028) DNA invertase (CDS_0030)

tail fiber protein (CDS_0029)
TemPhD_cluster_31928 16540:29761(+)

tail fiber protein (CDS_0028) nucleoid associated protein (CDS_0032)

CDS_0027 integrase (CDS_0029) CDS_0033

TemPhD_cluster 21041 15932:29260(+)
CDS_0028 integrase (CDS_0029)
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TemPhD_cluster_21042 15932:29260(+)

tail fiber protein (CDS_0025) CDS_0026 CDS_0028 tail length tape measure protein (CDS_0029)
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TemPhD_cluster_49084 15724:25492(+)

tail fiber assembly (CDS_0026)
tail fiber protein (CDS_0025) CDS_0028 DNA invertase (CDS_0029)
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TemPhD_cluster_41282 15447:25753(+)
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