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tail length tape measure protein (CDS_0019)

tail fiber protein (CDS_0021)
CDS_0020 CDS_0025
Kang_0007_STO0O3_A NODE 4 length 59983 _cov_376.703795 12309:26703(+)
CDS_0020 CDS_0024 CDS_0025

IMGVR_UViG_3300045988_074257|3300045988|Ga0495776_138497 13780:37500(+)
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SAMEA2737706_al_ct27928 15858:38159(+)
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DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other tail unknown function



