
IMGVR_UViG_3300011164_000018|3300011164|Ga0122310_100017|91016-122657 21208:31420(+)

head closure (CDS_0028)
tail protein (CDS_0029)
tail length tape measure protein (CDS_0030)

CDS_0031
CDS_0032

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0033)

integrase (CDS_0034)

transcriptional repressor (CDS_0035)

CDS_0036
CII-like regulator (CDS_0037)

cell division inhibitor (CDS_0038)

CDS_0039
CDS_0040

IMGVR_UViG_2571042188_000002|2571042188|2571056903|684810-718037 21845:33006(+)

CDS_0031 Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0032)

IMGVR_UViG_2874870605_000008|2874870605|2874870605|4099932-4133946 22133:33700(+)

CDS_0034
CDS_0035

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0036)

TemPhD_cluster_63313_ 20241:30850(+)

CDS_0032

TemPhD_cluster_52022 20782:31941(+)

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0031)

TemPhD_cluster_52064 20755:31723(+)

Abi alpha-like abortive infection mechanism (CDS_0032)

TemPhD_cluster_63136_ 21482:31612(+)

CDS_0032

TemPhD_cluster_52338 20239:30557(+)

CDS_0032

TemPhD_cluster_51982 22257:32119(+)

CDS_0033

TemPhD_cluster_33730 22051:31678(+)

CDS_0032

IMGVR_UViG_3300042922_001481|3300042922|Ga0456363_0001393|10886-43176 21776:31976(+)

CDS_0034 Cox-like excisionase and repressor (CDS_0037)

IMGVR_UViG_2927698415_000002|2927698415|2927698416|716344-746305 20395:29740(+)

CDS_0030

TemPhD_cluster_37805_ 21794:32076(+)

CDS_0033

IMGVR_UViG_3300031418_000762|3300031418|Ga0308166_1000601|10857-46755 22283:35074(+)

CDS_0032
RNA polymerase sigma factor (CDS_0033)

CDS_0034 cell division inhibitor (CDS_0039)

TemPhD_cluster_62979_ 21722:32270(+)

CDS_0033

SAMN11031319_a1_ct3717 20262:30882(+)

CDS_0032

TemPhD_cluster_51927 22247:32388(+)

transcriptional regulator (CDS_0032)
CDS_0033

IMGVR_UViG_3300034682_000386|3300034682|Ga0310128_000035|63248-93619 20241:30057(+)

terminase small subunit (CDS_0032)
CDS_0033

uvig_419971 20755:34959(+)

32 33 34 35 36 Abi alpha-like abortive infection mechanism (CDS_0037)

IMGVR_UViG_3300011692_000014|3300011692|Ga0120966_100029|42961-74709 21148:31655(+)

transcriptional regulator (CDS_0032)
CDS_0033

CDS_0034 CDS_0041 DksA-like zinc-finger protein (CDS_0042)

TemPhD_cluster_37879 21010:32938(+)

CDS_0026
CDS_0027 CDS_0030

tail length tape measure protein (CDS_0031)
CDS_0034

uvig_294685 20695:40715(+)

32

RNA polymerase sigma factor (CDS_0033)
DNA primase (CDS_0034)

35 36 37
baseplate protein (CDS_0038)

39 40

Abi alpha-like abortive infection mechanism (CDS_0041)

TemPhD_cluster_24991 21742:2214(+)

nicking at origin of replication (CDS_0001)transcriptional repressor (CDS_0035)
Cox-like excisionase and repressor (CDS_0036)

CDS_0042

TemPhD_cluster_63085_ 23142:2130(+)

transcriptional repressor (CDS_0035) Cox-like excisionase and repressor (CDS_0036)

IMGVR_UViG_3300014022_000006|3300014022|Ga0121248_100020|15733-46069 21868:30243(+)

transcriptional repressor (CDS_0034) Cox-like excisionase and repressor (CDS_0035)

IMGVR_UViG_2648501745_000003|2648501745|2648562951|128161-160247 23630:31993(+)

CDS_0034
Cox-like excisionase and repressor (CDS_0035)

TemPhD_cluster_63806 24077:6949(+)

CDS_0002
transcriptional repressor (CDS_0003)

CDS_0004 CDS_0010

TemPhD_cluster_18188 19241:29704(+)

tail protein (CDS_0027) CDS_0032 CDS_0033

IMGVR_UViG_3300011362_000003|3300011362|Ga0121183_10003|63417-94353 20439:30336(+)

CDS_0026 CDS_0032 integrase (CDS_0033)

8000 nt

DNA, RNA and nucleotide metabolism connector head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail

transcription regulation unknown function Defence


