CDS 0164 CDS.0166 CDS 0168
CDS.0161CDS_0162 CDS.0163 | CDS_0165 [CDS 0167 CDS_0169 CDS.0170

MGV-GENOME-0374018 123722:134752(+)
CDS 0151 CDS_0158  CDS_0160
CDS_0150 CDS_0152 CDS_0153  CDS_0155 Tcpso159 T CDS_0161

%

MGV-GENOME-0374361 122820:137731(+)

homing endonuglgase (CDS_0053)
portal protein (CDS_0054)
5 37 39 41 42 434445 46 47 48 51 52 | 55

w

IMGVR_UViG_3300045988_093221|3300045988|Ga0495776_009829 14337:33104(+)

CDS_ 0172
CDS 0171
CDS.0170 | | CDS.0173

IMGVR_UViG_3300045988_099276|3300045988|Ga0495776_009112 131866:141194(+)

171 177
170[ 172 173 174175 176 | 178

SAMNO9781706_al ct65629 vs1 131754:144971(+)

CDS_0148
CDS_0142 CDS_0145CDS 0147
| cDs. 0143 CDS_0146 | | CDS.0149

MGV-GENOME-0372645 111262:122942(+)
CDS_0175 CDS.0178 CDS_0182

uvig 248461 132682:142967(+)

180 183
175 178 [ 181 182] 184 185186187 188

uvig 253626 139191:152403(+)

165
T 166 167 168 169 170 171

IMGVR_UViG_3300029554_000003|3300029554/Ga0245041_100070 128297:141062(+)

179 181 183 184
174 178] 180 182 [ 185186 187

MGV-GENOME-0374999 129804:143069(+)

168 171 174 HNH endonuclease (CDS_0002)
164165 166 167 | 169 170] 172 173 | 175 1 3

IMGVR_UViG_3300045988_102938|3300045988|Ga0495776_089086 125403:6048(+)

168169 172
164165 166 167 | [ 170171 [ 173

MGV-GENOME-0374483 125406:6048(+)

175 177
1176 78179180181

MGV-GENOME-0374952 128273:140546(+)

170
Ti1 172 173174 175

IMGVR_UViG_3300045988_096063|3300045988|Ga0495776_110640 131883:144769(+)

159 161
154 T160 T 162163 164

MGV-GENOME-0370514 98355:110346(+)

171
T172 173 174175 176 177

MGV-GENOME-0375105 129947:143436(+)

166
1167 168 169170 171172 173174

SRS018541_a1_ct5531 128214:143198(+)

171
T172 173 174175 176 177 1
POh—— (&K @& ¢ o——/—oy  >pETETs
MGV-GENOME-4435384 129954:5228(+)
171
T172 173 174175 176 177
P—(—(CXKK—HO—@a@& & o ——o P
IMGVR_UViG_3300045988_103180|3300045988|Ga0495776_009110 130401:5228(+)
173 175
T174] 176 177178179 180181 182183 186 1
IMGVR_UViG_3300045988 102159|3300045988|Ga0495776_011031 126825:4871(+)
CDS_0156 CDS_0167

CDS_0157CDS_0158 CDS_0163 CDS_0186

EO— PO b—(— @@ < K——Df0

uvig 271929 123981:138630(+)

CDS_0162 CDS_0166

ECOO— B bh—/(— @ @@ K— D

MGV-GENOME-0374599 125222:139871(+)

CDS 0175
CDbs 0176
CDS_0174] CDS_0177

uvig_591430 129462:141628(+)

171 175 177
170[ 172 173 174 [ 176 | 178

uvig 589924 127368:6048(+)

159 161
T 160 ] 162163 164 165 homing endonuclease (CDS_0004)
uvig 214593 122273:5988(+)
CDS_0167

CDS.0163  CDS0165 CDS0166 | CDS 0168

& O ——HF

l

MGV-GENOME-0374531 126144:139144(+)
160 161 162163 164

uvig 229580 124295:138202(+)

169 172173
168[ 170 171] [ 174175

IMGVR_UViG_3300045988_098499|3300045988|Ga0495776_089051 126386:5228(+)

169 172173
168 170 171] | 174175

MGV-GENOME-0374518 125914:139062(+)

153 163
152] 160161 163 164 165166 167

MGV-GENOME-0374235 119853:134787(+)

8000 nt 1
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