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anaerobic ribonucleoside reductase large subunit (CDS_0065)
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CDS_0066 NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0068)
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anaerobic ribonucleoside reductase large subunit (CDS_0064)
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CDS_0065 NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0067)
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NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0065)
anaerobic ribonucleoside reductase large subunit (CDS_0064)
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NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0060) endonuclease (CDS_0065)
DNA binding protein (CDS_0064) DNA polymerase (CDS_0066) CDS_0067
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anaerobic ribonucleoside reductase large subunit (CDS_0066)
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NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0061)

anaerobic ribonucleoside reductase large subunit (CDS_0059) homing endonuclease (CDS_0066)
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anaerobic ribonucleoside reductase large subunit (CDS_0065)

HNH endonuclease (CDS_0064) RecJ-like ssDNA exonuclease (CDS_0073)
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HNH endonuclease (CDS_0061)
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NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0066)
anaerobic ribonucleoside reductase large subunit (CDS_0065)
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