NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0116)
anaerobic ribonucleotide redgctase small subunit (CDS_0114)
anaerobic ribonucleoside reductase large subunit (CDS_0115) homing endonuclease (CDS_0121) RecJ-like ssDNA exonuclease (CDS_0125)

Fe-S oxidoreductase (CDS_0117) DNA polymerase (CDS_0122) CDS$126
guanylate kinase (CDS_0119) CDS_0124 CDS_0127
CDS_0113 | CcDS_0118 DNA polymerase (CDS_0120) CDS_0123 | | cps.0128

IMGVR_UViG_3300045988_093221|3300045988|Ga0495776_009829 92427:107161(+)
DNA polymerase (CDS_0063) CDS_0064 CDS_0069 CDS_0071 CDS_0072
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MGV-GENOME-0374631 59838:76381(+)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0061)

anaerobic ribonucleoside reductase large subunit (CDS_0059) homing endonuclease (CDS_0066)
endonuclease (CDS_0060) DNA polymerase (CDS_0065) CDS_0067 CDS_0068

IMGVR_UViG_3300045988_103180|3300045988|Ga0495776_009110 60260:76032(+)

homing endonuclease with GIY-YIG motif (CDS_0068)
homing endonuclease (CDS_0066)

60 65 DNA polymerase (CDS_0067) 69
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MGV-GENOME-0374952 61681:77969(+)

homing endonuclease with GIY-YIG motif (CDS_0067)
homing endonuclease (CDS_0065)
60 64 DNA polymerase (CDS_0066) 68
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MGV-GENOME-0374531 60823:76351(+)

homing endonuclease (CDS_0072)
NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0065) DNA polymerase (cDS_0071)
DNA binding protein (CDS_0069) DNA polymerase (CDS_0073)
endonuclease (CDS_0070) | 74
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uvig 248461 63461:81349(+)
homing endonuclease (CDS_0065)

homing endonuclease (CDS_0063) RecJ-like ssDNA exonuclease (CDS_0070)
DNA binding protein (CDS_0062) DNA polymerase (CDS_0066) RecJ-like ssDNA exonuclease (CDS_0072)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0058) DNA polymerase (CDS_( 0064) 67 homing endonuclease (CDS_0071)
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IMGVR_UViG_3300045988_101503|3300045988|Ga0495776_089002 59865:76543(+)

homing endonuclease with GIY-YIG motif (CDS_0065)
homing endonuclease (CDS_0063)
62 DNA polymerase (CDS_0064) 66
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MGV-GENOME-0374483 59865:76543(+)

endonuclease (CDS_0065) CDS_0067
DNA binding protein (CDS_0064) DNA polymerase (CDS_0064) CDS_0069
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SRS018541_a1_ct5531 60932:76311(+)

CDS_0066
DNA polymerase (CDS_0058) endonuclease (CDS_(%éS)gDS_OOéS
CDS_0053 CDS_0059 CDS_0060 CDS_0061 CDS_0064 CDS_70067
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MGV-GENOME-0374018 56677:73880(+)

anaerobic ribonucleoside reductase large subunit (CDS_0066)
HNH endonuclease (CDS_0065)
CDS_0064 \ CDS_0070 DNA polymerase (CDS_0072) CDS_0073
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IMGVR_UViG_3300045988_096063|3300045988|Ga0495776_110640 65230:76638(+)
t 7000 nt {

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function



