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MGV-GENOME-0173411 15855:23684(+)

DNA polymerase (CDS_0004)
transposase (CDS_0002)
CDS_0003 VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CDS_0001)
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Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0027)
DNA polymerase (CDS_0024)
25) 26 28 29 integrase (CDS_0030)
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MGV-GENOME-0185014 15751:25386(+)

DNA polymerase (CDS_0024) Menshen__NsnB (CDS_0028) HNH endonuclease (CDS_0035)
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MGV-GENOME-0217178 15858:31059(+)

DNA polymerase (CDS_0024) PD-Lambda-5_PD-Lambda-5_B (CDS_0033)
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MGV-GENOME-0191945 15857:26575(+)

DNA polymerase (CDS_0024) DNA methyltransferase (CDS_0034)
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MGV-GENOME-0185320 15857:25488(+)

Holliday junction resolvase (CDS_0026)
DNA polymerase (CDS_0024)
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MGV-GENOME-0171412 15901:23394(+)

tail protein (CDS_0009) endolysin (CDS_0005)
CDS_0010 CDS_0008 endolysin (CDS_0004)

MGV-GENOME-0164266 1206:7620(-)
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