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35 37
endolysin (CDS_0029) 30 31 32 34 36[38 39 43 44

MGV-GENOME-0237838 20486:31597(+)
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CDS_0030

I%

I
MGV-GENOME-0208990 18724:26416(+)
endolysin (CDS_0030) endolysin (CDS_0033)

31 32 34 35
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