
IMGVR_UViG_3300045988_163384|3300045988|Ga0495776_144050 16361:24158(+)
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IMGVR_UViG_3300045988_169679|3300045988|Ga0495776_160692 16037:22621(+)
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IMGVR_UViG_3300045988_168124|3300045988|Ga0495776_100580 16987:23669(+)
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IMGVR_UViG_3300045988_153961|3300045988|Ga0495776_145150 16361:21907(+)
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