portal protein (CDS_0013) HNH endonuclease (CDS_0035)
16 endolysin (CDS_0022) 25 29 34
12 | 14 15 [17 18 19 20 21[23 24 [26 27 28]3031 3233[ | 36

PEDL_ IEES-C T HED-EE—W=CK A

IMGVR_UViG_3300007798_000191|3300007798| GaOES7557100022|77158»135490 11608:34264(+)

endolysin (CDS_0022) 25
18 19 20 21 [23 24 [26 27 2829

PEEL I ONEEEH DD E—H—CK KA

IMGVR_UViG_3300029363_000173|3300029363| GaO2-438787100062|41787-100119 11608:34264(+)

endolysin (CDS_0022) 25
18 19 20 21 [23 24 ]26 27 2829

PR IS O E—H—CK KA

IMGVR_UViG_3300028976_000047|3300028976| 63039648_10008\ 82018-140350 11608:34264(+)

endolysin (CDS_0022) 25
18 19 20 21 [23 24 |26 27 28

PR I OEEHDD @K KA

| — -—
uvig 457373 11608:33015(+)

endolysin (CDS_0022) 25 29 3436
18 19 20 21[23 24 [26 27 2830 31 323335

PEEL IO @D EDHE—HDED- B H(—CK KA

IMGVR_UViG_3300007296_000174|3300007296| GaOE4830,100286 11608:39503(+)

endolysin (CDS_0022) 25
18 19 20 21[23 2426 27 2829

DD IEESC HEDEE—K

IMGVR_UViG_3300023495_000160|3300023495| Ga02-57060710070\ 28934-87266 11608:29817(+)

endolysin (CDS_0022) 25 DNA helicase (CDS_0036)
18 19 20 21 [23 24 [26 27 282930 31 32 33 3435 37 38

PEEL IO @EEEHDPEHEHTOH @D - DD D —|-CK K@

IMGVR_UViG_3300029594_000198|3300029594| (3302-45 142_100055[46089-115926 11608:45769(+)

endolysin (CDS_0022) 25 35
18 19 20 21[23 24 [26 27 282930 31 32 3334

PEEL DA HPDEHEHOEHHB- I K KA

| I -
MGV-GENOME-0347397 11608:40371(+)
RuvC-like Holliday junction resolvase (CDS_0045)

acetyltransferase (CDS_0033) DEDDh_I_II_III_IV_V_VI_1 (CDS_0041)
endolysin (CDS_0022) 25 29 ATPase (CDS_0036) 47
18 19 20 21[23 2426 27 28[30 31 32 3435 37 38 39 40 42 43 44 | 4648

| —
uvig 359865 11608:54673(+)

CDS_0019
CDS_0018|CDS_0020

DL D OW—CKaad@

| I
MGV-GENOME-0321146 11608:23840(+)

HNH endonuclease (CDS_0030)
endolysin (CDS_0022) 25 27 29 32r 34 36 38
18 19 20 21[23 24 ]26[28] | 33 3537

| E—
MGV-GENOME-0319174 11608:32344(+)

25
18 19 20 21 22 2324 HNH endonuclease (CDS_0026)

PEEL  IDEES-CTH—-@@E&HEGHTH-XD

| I
MGV-GENOME-4425598 11608:30237(+)

CDS_0019
CDS_0018 | CDS_0020
DEBL__ ID«a@aKH
OTU_1941 11528:20297(+)
endolysin (CDS_0021) endonuclease (CDS_0033)
22 26 30 37
15 18 19 20| [23 24 25  [272829  ]31 36139

PR OO @AM

| I -
uvig_68374 11608:38714(+)

18 22 27
T19 20 21 [232425 25

Shkoporov_2018_SRR6128057_NODE _6_length_52023_cov_9.786734 11608:31844(+)

endolysin (CDS_0021)
22 26
18 19 20| [23 24 25
DEBL DO HDD- DA I
MGV-GENOME-0324945 11608:31012(+)

endolysin (CDS_0021)
22
18 19 20| [2324 25

PEEL WO HIDDE—C A M

|MGVR?UVIG?33000289917000048|33OOO28991EaO1696327100046|81993-133312 11608:31141(+)

endolysin (CDS_0021)
22
18 19 20| [23 24

PEDL DO HDDDEDC A

| — -
MGV-GENOME-0313397 11608:30300(+)

CDS_0018 CDS_0020
CDS_0019CDS_0021

DEOBL DO KD O

| I
MGV-GENOME-0302179 11608:26618(+)

endolysin (CDS_0031)
22 32 39
18 19 2021] 23 24 25 262728 29 30 | [3334353637 38

PEE  ID-@-d@-HEE@E-@EHD T DB H@EHHC 1A N

| -
OTU_605 11608:41813(+)

endolysin (CDS_0022) 25 29 31 35
18 19 20 21[23 24  [26272830] 32 3334

PEEL MO HED DB DI-EHTOW-C I

IMGVR_UViG_3300008716_000272|3300008716|Ga0 1T3874_100205|25472-84576 11607:38921(+)

endolysin (CDS_0019) 22 26 28 31
1820 21 [23242527] 29 3D

PESELC D DED-EEHEB I HEHHC AWM

— -—
OTU_1007 11607:31737(+)

k 10000 nt 1

DNA, RNA and nucleotide metabolism head and packaging lysis other unknown function Defence
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