phosphoadenosine phosphosulfate reductase (CDS_0047)
DNA polymerase Il theta subunit (CDS_0046)
DnaC-like helicase loader (CDS_0043)
DnaB-like replicative helicase (CDS_0044) endolysin (CDS_0057)
primosomal protein (CDS_0042) trénscriptional regulator (CDS_0048)  anti-termination protein Q-like (CDS_0053) holin (CDS_0056)
41 | 45 | 49 50 51 52 54 55 | 58
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TemPhD_cluster_41293 30744:41128(+)
CDS_0044 CDS_0045 CDS_0046 CDS_0050 CDS_0051

TemPhD_cluster_49428 28804:39007(+)

DNA methyltransferase (CDS_0042) transcriptional regulator (CDS_0045)
DNA polymerase Il theta subunit (CDS_0041) Druantia_ll_DruM (CDS_0043) 44 46 50 holin (CDS_0051)
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SAMN11031296_al_ct1013 26709:37753(+)

PD-Lambda-5__PD-Lambda-5_A (CDS_0053)
PD-Lambda-5_PD-Lambda-5 B (CDS_0052) CDS_0054 CDS_0055 CDS_0059  CDS_0060
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—
IMGVR_UViG_2846617769_000005|284661776912846617769|1448589-1497671 35148:46802(+)

PD-Lambda-5_ PD-Lambda-5_A (CDS_0044)
PD-Lambda-5_PD-Lambda-5_B (CDS_0043) CDS_0045 CDS 0046

TemPhD_cluster_18017 29246:41010(+)

phosphoadenosine phosphosulfate reductase (CDS_0053)
RosmerTA_RmrT_2634932349 (CDS_0055)
transcriptional regulator (CDS_0054)
DNA polymerase Il theta subunit (CDS_0052) | T | RosmerTA_RmrA_ 2600853143 (CDS_0056)

uvig 354913 32144:43086(+)

DNA polymerase Il theta subunit (CDS_0047)
- €DS_0048
CDS_0041 CDS_0046 | CDS_0049

IMGVR_UViG_2899737561_000003|2899737561|2899737571|368061-411000 31166:37609(+)

DNA polymerase |11 t@ subunit (CDS_0045)
DNA methyltransferase (CDS_0046)
44 | 47 48

IMGVR_UViG_2848894490_000004|2848894490|2848894490|2481762-2522649 28848:36080(+)

DNA polymerase Il theta subunit (CDS_0043)
AbiT_AbiTii (CDS_0045)
42 | 44
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IMGVR_UViG_2905365853_000008|2905365853]2905365874(40928-83373 28935:37030(+)

DNA polymerase |1l theta subunit (CDS_0045)
RosmerTA_RmrT_2585209417 (CDS_0047)
44 | 46 RosmerTA__RmrA_2600853143 (CDS_0048)

T ———————
IMGVR_UViG_2871172782_000001(2871172782|2871172795[105139-147242 30415:37520(+)

DNA polymerase Il theta subunit (CDS_0043)
RosmerTA_RmrT_2585209417 (CDS_0045)
42 | 44 RosmerTA__RmrA_2600853143 (CDS_0046)
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IMGVR_UViG_2924267563_000002|2924267563|2924267593|24823-65175 27920:35546(+)

DNA polymerase Il theta subunit (CDS_0049)
NA methyltransferase (CDS_0052)
48 | 50 51 53
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IMGVR_UViG_2852071321_000017|2852071321|2852071448|126173-168050 30137:37070(+)

DNA polymerase Il t@ subunit (CDS_0047)
PD-Lambda-5__PD-Lambda-5_B (CDS_0048)
CDS.0046 | CDS_0049

IMGVR_UViG_2852342079_000001|2852342079|2852342079|644590-686043 29227:35838(+)

DNA polymerase |1l theta subunit (CDS_0045)
CDS 0044 | CDS_0046 transcriptional regulator (CDS_0047)

IMGVR_UVIG_2537561873_000001|2537561873]2537605127|51548-91625 2@30:35273&)
CDS_0043

IMGVR_UViG_2531839653_000012|2531839653]2531927653|40528-82020 27546:36378(+)
CDS_0045

IMGVR_UViG_2902100086_000003|2902100086|2902100149(620-42525 30655:37133(+)
CDS_0043

IMGVR_UViG_2814123116_000002|2814123116|2814176858|1465386-1508246 30118:37074(+)
CDS_0047

IMGVR_UViG_2849947074_000004|2849947074|2849947198|3-43774 30735:38152(+)
CDS_0045

IMGVR_UViG_2857228895_000001|2857228895|2857228895|789008-829295 28480:34564(+)
RosmerTA_RmrT_2662548665 (CDS_0041) RosmerTA__RmrA 2600853143 (CDS_0042)

IMGVR_UViG_2871149660_000005|2871149660|2871149660[1645024-1683269 26478:33579(+)
RosmerTA_RmrT_2662548665 (CDS_0041) RosmerTA__RmrA_2600853143 (CDS_0042)

IMGVR_UViG_2740892517_000004|2740892517|2740991899(32696-71482 26401:32985(+)

RosmerTA_RmrA_2600853143 (CDS_0046)
RosmerTA_RmrT_2662548665 (CDS_0045) CDsS_0048

—
TemPhD_cluster_22510_ 30240:37341(+)

phosphoadenosine phosphosulfate reductase (CDS_0044)
ﬂ‘ osmerTA_RmrT_2662548665 (CDS_0047)
Lar anti-RM (AP1S033) (CDS_0045) NinB/ Orf homologous recombination mediator (CDS_0049)

transcriptional regulator (CDS_0046) cold shock protein (CDS_0052)
DNA polymerase Il theta subunit (CDS_0043) | | RosmerTA_RmrA 2600853143 (CDS_0048) 51 | endolysin (CDS_0054)
N I I

TemPhD_cluster_32067 28418:39294(+)
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