Rz-like spanin (CDS_0016)

CDS_0015 CDS_0018 CDS_0021 tail protein (CDS_0023) tail fiber assembly (CDS_0025)
CDS_0014 CDS_0017 CDS_0019 CDS_0020 CDS_0022 tail fiber protein (CDS_0024) tail sheath (CDS_0026)
D D ) I B — L ) ) s
IMGVR _UViG_2737471870_000004|2737471870|2737502923(101872-134741 12824:22273(+)

CDS_0020

o X - L ) ) e )
IMGVR _UVIG_2778261513 000009|2778261513|2778317547(111572-145566 12824:22262(+)

CDS_0015 CDS_0020
(D D T 3 N S H L ) ) — )
IMGVR _UViG_2773857889_000004(2773857889|2773874078|1887225-1920525 12264:21554(+)

CDS_0019 tail fiber protein (CDS_0024)
o0 B0 X< — L ) ) b
IMGVR _UViG_2737471818_000001|2737471818|2737496157(87441-120310 12824:22273(+)
CDS_0019 tail fiber assembly (CDS_0025)

o B > 1 L ) ) b= )

IMGVR_UViG_2534682060_000014|2534682060|2534781151|43037-75781 12823:22511(+)

CDS_0018 CDS_0019

O o< {0 A

IMGVR_UViG_2912045955_000004|2912045955|2912045955|3186140-3219655 12472:22358(+)

Septu__PtuA (CDS_0017) Septu_ PtuB (CDS_0018) CDS_0024

I N Y e N 0 O )

IMGVR_UViG_2568526234_000001|2568526234|2568558337|147003-178484 12072:22196(+)

CDS_0018 CDS_0019 tail fiber protein (CDS_0024)

D N ) D NS S N e R, N R A )

IMGVR_UViG_2563366847_000004|2563366847|2563393370|471155-503963 11872:21579(+)

RloC_RIoC (CDS_0020) CDS_0021
D D ) N e D— L ) ) )
IMGVR_UViG_2903312461_000005|2903312461|2903312476|173364-207399 13825:25118(+)

CDS_0020 CDS_0026
IMGVR_UVIG_2778261163 000006|2778261163|2778286641|106636-137838 11935:22349(+)
CDS_0017 CDS_0018 tail fiber protein (CDS_0023)
[
0 {5 \ O 0 - )
IMGVR_UVIG_2916422381_000003|2916422381|2916422381|2449576-2480950 11744:22630(+)
CDS_0010

CDS_000% CDS 0011 Rz-like spanin (CDS_0015)

I/ N D N ) O )

IMGVR_UViG_640427113 000007|640427113|640427145|3783633-3815364 11001:17081(+)

CDS_0017 CDS_0018 tail fiber protein (CDS_0023) tail fiber assembly protein (CDS_0024)
00 S s B R Vg a VD ) L - )
TemPhD_cluster 25016 11325:20969(+)
baseplate assembly protein (CDS_0017) head closure (CDS_0024)

[ R e Y s L ) - r—>
TemPhD_cluster_38202 12222:20990(+)

CDS_0018 tail fiber protein (CDS_0023)
(I B B B a ! ) I A
IMGVR_UViG_2791355124 000005|2791355124|2791379200(215002-247426 12733:22064(+)

CDS_0018
DN B D B a L ) I -
TemPhD_cluster_44028 13475:22435(+)

CDS_0019
(R e B H L ) O
IMGVR _UViG_2874289006_000001|2874289006|2874289014(31469-62979 12100:21472(+)
CDS_0013 CDS_0018

L L 0 1 L ) ) b= )

IMGVR_UViG_2534682331_000009|2534682331|2534821564(62907-95651 12424:22510(+)

CDS_0019 tail fiber protein (CDS_0023)

I s N N R, S R r 0

IMGVR_UViG_2859321251_000004|2859321251|2859321251|3849256-3881978 10681:20723(+)

CDS_0019
I s B e ) ) O >
IMGVR _UViG_2903579636_000002|2903579636|2903579637(272684-307139 12292:22028(+)
holin (CDS_0015) CDS_0020 baseplate assembly protein (CDS_0021) tail fiber assembly protein (CDS_0026)
BT 1 ) ) o T

IMGVR_UViG_3300011836_000017|3300011836|Ga0122182_100001|351901-390059 13308:24728(+)
CDS_0021 CDS_0022

D N N D S o I R R T )

IMGVR_UViG_2888366609_000001|2888366609|2888366609|1643684-1683868 13727:23723(+)

anti-CRISPR-Cas (AcrIF18) (CDS_0019)
CDS 0018 | CDS_0021

I s B N e NS B R r —(———

TemPhD_cluster_63143_ 11070:20928(+)

CDS_0018

I e N N R, R, B D L

IMGVR_UViG_2671181110_000006|2671181110|2671317894|3172-35146 10818:20960(+)

baseplate assembly protein (CDS_0020)
PD-T4-8__PD-T4-8 (CDS_0019)

0 e S — O L >

TemPhD_cluster_24937 13096:23994(+)

baseplate assembly protein (CDS_0018)

D e N . B R D r >

IMGVR_UViG_3300036834_000340|3300036834|Ga0376699_0000003|225963-256307 11535:21005(+)

CDS_0018 CDS_0019 CDS_0025
OEOEO- T4 n L ) I ) — s
IMGVR _UViG_2519899758 000002|2519899758]2519955949|52909-90631 11540:22609(+)

CDS_0020 baseplate wedge subunit (CDS_0021) CDS_0026 CDS_0027
I s D e DED ) L X D— D

IMGVR _UViG_2878947168_000001|2878947168|2878947188(110902-148188 12094:22532(+)
CDS_0019 tail fiber protein (CDS_0024)

OO O ) L )

IMGVR_UViG_2784132065_000005|2784132065|2784134340|5234323-5266239 11506:21474(+)

CDS_0018
OO H L ) r )
IMGVR _UViG_3300014063_000014|3300014063|Ga0122014_10003|35667-69303 11276:21734(+)
CDS_0020
[0 R s B H L ) L )
uvig 394115 13559:23848(+)
macrolide hydrolase EstT (NFO41759.1) (CDS_0025)
CDS_0018 CDS_0024
I RS B o ) ) D )

IMGVR_UViG_2667527900_000002(2667527900|2667585239|439043-471235 10397:21295(+)

CDS_0018 CDS_0019 baseplate wedge subunit (CDS_0020)

N B HEEDED o 0 !

IMGVR_UViG_2906470657_000003|2906470657|2906470658|789883-827505 12101:23098(+)

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0018)

\ CDS_0020
EEDED- T H 0 0 O )
TemPhD_cluster_62340 12972:24338(+)
CDS_0017 CDS_0018
I N e W B, D 0 o< Ph——_
IMGVR_UViG_2937724678_000002|2937724678|2937724692|451230-490092 11822:22077(+)
CDS_0014 CDS_0018 CDS_0019
OO {0 D ) L D—

IMGVR_UViG_2874449272_000003|2874449272|2874449273|278730-316955 12579:23040(+)

CDS_0018

DD . N N SR B B B

IMGVR_UViG_2847708326_000001|2847708326|2847708326|1511443-1548331 11639:17085(+)

CDS_0018

I e B H oo

IMGVR_UViG_2937957399_000002|2937957399|2937957403|100050-133496 11216:17197(+)

CDS_0020

EEDEO{TETN H oo

IMGVR_UViG_3300031087_000552|3300031087|Ga0308161_1000588|1-38131 12304:18256(+)

CDS_0019

BT o I B R

IMGVR_UViG_2859326558 000003|2859326558|2859326558|4451530-4487079 13529:19284(+)
PD-T4-8_PD-T4-8 (CDS_0019)

CDS_0018
O o O & X — L L
TemPhD_cluster_62884_ 11217:17334(+)
CDS_0020
0 D e B e H L ) O )

IMGVR_UVIG_2576861183_000003|2576861183|2576875805[132741-168581 13861:23959(+)
tail fiber protein (CDS_0022)

CDS_0016 CDS_0017 tail protein (CDS_.0021) | ~ CDS 0023
R B R B H L ) ) L b
IMGVR _UVIG 2695420487 000015|2695420487|2695437761(90736-129891 11116:21352(+)

CDS_0016
0 S I B B H L ! ) L >

SAMNO3418253_al_ct233216_vs1 11110:20392(+)
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connector lysis moron, auxiliary metabolic gene and host takeover tail unknown function Defence Anti-defence AMR



