
MGV-GENOME-0209727 124:7379(+)

CDS_0001 CDS_0002
CDS_0003

CDS_0004 CDS_0005 CDS_0006 CDS_0007

MGV-GENOME-0221080 124:7528(+)

CDS_0001 tail protein (CDS_0002)

MGV-GENOME-0216340 1:8586(+)

1 2 3 4 5

MGV-GENOME-0209275 20690:29525(-)

CDS_0037CDS_0038
CDS_0039

CDS_0040

MGV-GENOME-0168809 3:4247(+)

CDS_0001

MGV-GENOME-0167360 18600:22820(-)

CDS_0027

MGV-GENOME-0173255 19515:23660(-)

CDS_0031

MGV-GENOME-4386131 20301:24461(-)

CDS_0035

MGV-GENOME-0184830 2:4162(+)

CDS_0001

MGV-GENOME-0201061 23791:28086(-)

CDS_0040

MGV-GENOME-0170990 1:4416(+)

CDS_0001

MGV-GENOME-0169998 18676:23199(-)

CDS_0028

MGV-GENOME-0158024 2:4081(+)

CDS_0001

MGV-GENOME-0167829 18788:22888(-)

CDS_0029

MGV-GENOME-0183394 2:5086(+)

CDS_0001

MGV-GENOME-0175052 18927:23918(-)

CDS_0029

MGV-GENOME-0181571 3:5479(+)

CDS_0001
CDS_0002

MGV-GENOME-0198481 22004:27709(-)

CDS_0035
CDS_0036
CDS_0037

MGV-GENOME-0177980 2:5386(+)

CDS_0001
CDS_0002

MGV-GENOME-0205067 3:4767(+)

CDS_0001
CDS_0002

MGV-GENOME-0213454 3:8205(+)

CDS_0001 CDS_0002

MGV-GENOME-0253983 136:9071(+)

CDS_0001
CDS_0002 CDS_0003

MGV-GENOME-0215656 20793:30566(-)

CDS_0036CDS_0037endolysin (CDS_0038)

MGV-GENOME-0209309 57:9830(+)

endolysin (CDS_0001) CDS_0002 CDS_0003

MGV-GENOME-0211547 52:10177(+)

CDS_0001
endolysin (CDS_0002)

CDS_0003 CDS_0004

MGV-GENOME-0213075 19874:30263(-)

CDS_0033CDS_0034
endolysin (CDS_0035)

CDS_0036

MGV-GENOME-0175137 104:10493(+)

CDS_0001
endolysin (CDS_0002)

CDS_0003 CDS_0004

MGV-GENOME-0215555 3:10915(+)

1 2
endolysin (CDS_0003)

4 5

MGV-GENOME-0217484 21805:31113(-)

CDS_0040CDS_0041CDS_0042

MGV-GENOME-0195070 3:7256(+)

CDS_0001 CDS_0002

MGV-GENOME-0162291 14118:22127(-)

CDS_0026CDS_0027

MGV-GENOME-0210960 20604:29915(-)

3536373839

MGV-GENOME-0232232 20290:33757(-)

34353637tail length tape measure protein (CDS_0038)

MGV-GENOME-0212438 141:8669(+)

CDS_0001 CDS_0002
CDS_0003

CDS_0004

MGV-GENOME-0180962 16375:24800(-)

CDS_0028
CDS_0029

CDS_0030CDS_0031

MGV-GENOME-0278943 17828:26912(-)

2728293031

MGV-GENOME-0169871 3:9229(+)

1 2 3 4 5 6

MGV-GENOME-0162103 2:8882(+)

1 2 3 4 5 6

MGV-GENOME-0171849 85:9628(+)

1 2 3 4 5 6

MGV-GENOME-4379415 14007:22917(-)

232425262728

MGV-GENOME-0194271 18092:26967(-)

262728293031

MGV-GENOME-0209921 20854:29734(-)

343536373839

MGV-GENOME-0210580 20835:29848(-)

343536373839

MGV-GENOME-0215603 1:8950(+)

1 2 3 4 5 6

MGV-GENOME-0219820 134:9384(+)

1 2 3 4 5 6

MGV-GENOME-0223503 18688:27938(-)

313233343536

MGV-GENOME-0203489 2:8036(+)

CDS_0001
CDS_0002

CDS_0003 CDS_0004

MGV-GENOME-0233641 20041:28930(-)

2930313233

MGV-GENOME-4418730 18762:27421(-)

2829303132

MGV-GENOME-0278857 18762:27493(-)

2829303132

MGV-GENOME-0283728 60:9765(+)

1 2 3 4 5 6

MGV-GENOME-0195934 1:7593(+)

CDS_0001 CDS_0002
CDS_0006

CDS_0007 CDS_0009

5000 nt

lysis tail unknown function


