
MGV-GENOME-0250168 6414:12772(+)

CDS_0005
ADP-ribosylglycohydrolase (CDS_0006)

CDS_0007

tRNA splicing ligase (CDS_0008)
CDS_0009

CDS_0010
CDS_0011

CDS_0012
CDS_0013

CDS_0014

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0015)

CDS_0016

CDS_0017
CDS_0018

CDS_0019

MGV-GENOME-0215003 6458:12817(+)

CDS_0010 CDS_0011

MGV-GENOME-0268363 6780:12837(+)

CDS_0010 CDS_0011 CDS_0013 CDS_0016

MGV-GENOME-0215906 1198:7484(+)

CDS_0010 CDS_0017

MGV-GENOME-0308639 23145:29440(-)

CDS_0035

MGV-GENOME-0220721 6780:12831(+)

CDS_0013

IMGVR_UViG_3300045988_074343|3300045988|Ga0495776_150094 6737:13645(+)

CDS_0007 CDS_0014 CDS_0015

MGV-GENOME-0335718 6458:12823(+)

CDS_0010
CDS_0011

CDS_0012

MGV-GENOME-0252908 622:7460(+)

CDS_0010 CDS_0017 CDS_0018

MGV-GENOME-0316117 22394:29231(-)

CDS_0033

MGV-GENOME-0256839 6780:13619(+)

CDS_0013

MGV-GENOME-0261547 6780:13624(+)

CDS_0013

MGV-GENOME-0324878 6780:13347(+)

CDS_0014

MGV-GENOME-0221236 1690:8532(+)

CDS_0011 Druantia_II__DruM (CDS_0013)

MGV-GENOME-0287644 22387:29223(-)

CDS_0034

MGV-GENOME-0216189 260:6060(+)

CDS_0007

uvig_243914 7546:14604(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0015)
CDS_0016 CDS_0023

IMGVR_UViG_3300045988_054965|3300045988|Ga0495776_174746 63652:69949(+)

CDS_0088

MGV-GENOME-0246761 6780:12818(+)

CDS_0013

MGV-GENOME-0259710 7181:12907(+)

CDS_0013

uvig_99222 6737:12298(+)

CDS_0013

MGV-GENOME-0286016 6738:13247(+)

CDS_0014

MGV-GENOME-0216229 6736:12788(+)

CDS_0007 CDS_0014

IMGVR_UViG_3300045988_084681|3300045988|Ga0495776_151843 6736:13722(+)

CDS_0014 CDS_0021

MGV-GENOME-0258552 6737:12753(+)

CDS_0013RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0015)

MGV-GENOME-0335001 6391:12950(+)

CDS_0009 CDS_0013 CDS_0014

MGV-GENOME-0314420 6415:13012(+)

CDS_0013 CDS_0014 CDS_0021

uvig_325275 6737:14247(+)

CDS_0014 CDS_0015

MGV-GENOME-0361770 6737:14254(+)

CDS_0014 CDS_0015

MGV-GENOME-0303186 7503:14807(+)

CDS_0015
DISARM_2__drmMII (CDS_0016)

CDS_0022

IMGVR_UViG_3300045988_088454|3300045988|Ga0495776_150546 3039:13059(+)

Bxa ADP-ribosyl transferase (CDS_0003) CDS_0004 CDS_0009 CDS_0010

MGV-GENOME-0295471 3:4191(+)

CDS_0001

MGV-GENOME-0317989 6414:13535(+)

CDS_0011

CDS_0012
CDS_0013

CDS_0014 CDS_0018
CDS_0019

MGV-GENOME-0340544 6415:13213(+)

CDS_0010
CDS_0011

CDS_0016 CDS_0017

MGV-GENOME-0284243 6415:13214(+)

CDS_0010
CDS_0011

IMGVR_UViG_3300045988_082805|3300045988|Ga0495776_151857 6415:12961(+)

CDS_0010
CDS_0011

MGV-GENOME-0220102 6416:12956(+)

CDS_0010 CDS_0011

MGV-GENOME-0263138 6416:12945(+)

CDS_0010 CDS_0011

MGV-GENOME-0326866 6416:12951(+)

CDS_0010 CDS_0011

IMGVR_UViG_7000000484_000079|7000000484|SRS016018_WUGC_scaffold_5565 63795:69996(+)

CDS_0088

IMGVR_UViG_3300045988_087207|3300045988|Ga0495776_188835 6416:13193(+)

CDS_0010

MGV-GENOME-0308389 6416:13205(+)

CDS_0010 CDS_0011

MGV-GENOME-0223976 6416:12935(+)

CDS_0010 CDS_0011

MGV-GENOME-0276609 6416:13191(+)

CDS_0010 CDS_0011

IMGVR_UViG_3300045988_110205|3300045988|Ga0495776_150012 6416:13163(+)

CDS_0010 CDS_0011
CDS_0013

IMGVR_UViG_3300007105_000251|3300007105|Ga0102630_100001|106109-220168 63804:70251(+)

CDS_0087

uvig_327385 6455:13261(+)

CDS_0010 CDS_0011 CDS_0015

MGV-GENOME-0294753 6456:13214(+)

CDS_0011 CDS_0012 CDS_0016

uvig_334611 6415:12229(+)

CDS_0010 CDS_0011

MGV-GENOME-0352150 6955:13013(+)

CDS_0011 CDS_0012

MGV-GENOME-0222552 8442:14259(+)

CDS_0013 CDS_0014

MGV-GENOME-0288932 6416:12709(+)

CDS_0011 CDS_0012

MGV-GENOME-0279372 6416:12718(+)

CDS_0011 CDS_0012

MGV-GENOME-0315300 6416:12720(+)

CDS_0011 CDS_0012

MGV-GENOME-0357621 6415:12509(+)

CDS_0010
CDS_0011

MGV-GENOME-0332394 6415:12488(+)

CDS_0010 CDS_0011

MGV-GENOME-0282675 6416:12716(+)

CDS_0011 CDS_0012

IMGVR_UViG_3300006487_000039|3300006487|Ga0100256_10006|9009-61034 6416:12663(+)

CDS_0010 CDS_0011
CDS_0013

MGV-GENOME-0252827 6416:10471(+)

CDS_0010 CDS_0011

MGV-GENOME-4398746 5802:12507(+)

CDS_0014

uvig_528041 6737:14353(+)

CDS_0014 CDS_0015

MGV-GENOME-0353046 6777:13810(+)

CDS_0013

IMGVR_UViG_3300045988_114830|3300045988|Ga0495776_171583 6781:13452(+)

tRNA splicing ligase (CDS_0008)
CDS_0009 CDS_0012 CDS_0014

MGV-GENOME-0223240 6459:12974(+)

CDS_0010CDS_0011

OTU_4126 6415:12668(+)

CDS_0010

IMGVR_UViG_3300045988_082796|3300045988|Ga0495776_164665 6415:12906(+)

CDS_0010

MGV-GENOME-0277246 6459:13224(+)

CDS_0010CDS_0011

MGV-GENOME-0217370 6459:12922(+)

CDS_0011

MGV-GENOME-0297882 6459:13166(+)

CDS_0011

MGV-GENOME-0325409 6415:13392(+)

CDS_0011

MGV-GENOME-0247727 6737:13420(+)

CDS_0010 CDS_0012

MGV-GENOME-0334544 6415:12648(+)

CDS_0010
CDS_0015

CDS_0016

uvig_553837 6492:12725(+)

CDS_0010 CDS_0016
CDS_0017

MGV-GENOME-0216613 6415:12664(+)

CDS_0010

MGV-GENOME-0333762 6415:13171(+)

CDS_0010

IMGVR_UViG_3300045988_096180|3300045988|Ga0495776_188904 6415:12660(+)

CDS_0010 CDS_0014

MGV-GENOME-0231132 6459:12972(+)

CDS_0010CDS_0011

MGV-GENOME-0229618 6415:12654(+)

CDS_0010

MGV-GENOME-0313748 6459:12926(+)

CDS_0011

MGV-GENOME-0318583 6859:13564(+)

CDS_0012

MGV-GENOME-0256559 6415:12908(+)

CDS_0010

MGV-GENOME-0256229 6498:13265(+)

CDS_0010CDS_0011

IMGVR_UViG_3300045988_102422|3300045988|Ga0495776_188910 6415:12902(+)

CDS_0008 CDS_0011

MGV-GENOME-0245135 6415:12905(+)

CDS_0010 CDS_0015

IMGVR_UViG_3300045988_095408|3300045988|Ga0495776_188704 6415:12697(+)

CDS_0010 CDS_0016

MGV-GENOME-0336147 6415:12662(+)

CDS_0010

MGV-GENOME-0326044 6427:12696(+)

CDS_0010

MGV-GENOME-0326033 6415:12938(+)

CDS_0010

IMGVR_UViG_3300045988_099534|3300045988|Ga0495776_168934 6415:12936(+)

CDS_0010

MGV-GENOME-0328667 8506:14299(+)

CDS_0015

MGV-GENOME-0300552 8506:14301(+)

CDS_0015

uvig_116028 6459:12918(+)

CDS_0011

MGV-GENOME-0326206 6415:12663(+)

CDS_0010

IMGVR_UViG_3300045988_084702|3300045988|Ga0495776_164940 6415:12942(+)

CDS_0011 CDS_0012

uvig_282755 6459:12977(+)

CDS_0010CDS_0011

MGV-GENOME-0305236 6459:13221(+)

CDS_0010CDS_0011

MGV-GENOME-0276920 6459:12979(+)

CDS_0010CDS_0011

MGV-GENOME-0215420 6459:12976(+)

CDS_0010CDS_0011

uvig_280366 6459:13470(+)

CDS_0010CDS_0011

MGV-GENOME-0290872 6459:13225(+)

CDS_0010CDS_0011

MGV-GENOME-0210595 220:5379(+)

CDS_0004CDS_0005

IMGVR_UViG_3300045988_093691|3300045988|Ga0495776_164292 6415:11491(+)

CDS_0010

MGV-GENOME-0324745 6415:12011(+)

CDS_0010

MGV-GENOME-0209717 6415:11474(+)

CDS_0010

MGV-GENOME-0287666 6416:11990(+)

CDS_0010

MGV-GENOME-0214548 6415:11483(+)

CDS_0010

IMGVR_UViG_3300045988_096597|3300045988|Ga0495776_186289 6415:11997(+)

CDS_0010

uvig_238782 6415:11998(+)

CDS_0010

MGV-GENOME-0369688 6415:12903(+)

CDS_0010 CDS_0017

MGV-GENOME-0324293 6415:12477(+)

CDS_0010

IMGVR_UViG_3300045988_093649|3300045988|Ga0495776_188753 6415:12725(+)

CDS_0010

MGV-GENOME-0322147 7317:13521(+)

CDS_0014

IMGVR_UViG_3300045988_107756|3300045988|Ga0495776_158479 8220:14436(+)

CDS_0013CDS_0014

MGV-GENOME-0305378 8220:14438(+)

CDS_0013CDS_0014

uvig_417807 3039:12873(+)

CDS_0004 CDS_0010

MGV-GENOME-0339332 3039:12647(+)

CDS_0004 CDS_0009

IMGVR_UViG_3300045988_085860|3300045988|Ga0495776_149958 3039:12648(+)

tRNA splicing ligase (CDS_0008)
CDS_0010

CDS_0011

MGV-GENOME-0343672 6415:12648(+)

CDS_0010 CDS_0011

MGV-GENOME-0221475 3285:12967(+)

CDS_0011CDS_0012

MGV-GENOME-0278103 3039:12966(+)

tRNA splicing ligase RtcB (CDS_0008)
CDS_0011CDS_0012

MGV-GENOME-0235377 3039:13224(+)

CDS_0011CDS_0012

MGV-GENOME-0367267 3039:12654(+)

CDS_0010

MGV-GENOME-0265544 3039:13717(+)

CDS_0011
CDS_0012

CDS_0013

MGV-GENOME-0319002 7503:14737(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0014)
CDS_0015

IMGVR_UViG_3300045988_082741|3300045988|Ga0495776_186292 7503:14039(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0014)
CDS_0015

MGV-GENOME-0297787 7503:14550(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)
CDS_0014

MGV-GENOME-0225247 7503:12967(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0014)
CDS_0015

MGV-GENOME-0274237 1506:7476(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0010)
CDS_0011

IMGVR_UViG_3300045988_094535|3300045988|Ga0495776_158539 7503:14439(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)
CDS_0014

MGV-GENOME-0215744 22862:28823(-)

CDS_0033
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0034)

uvig_418191 1056:4991(+)

CDS_0003
CDS_0004

MGV-GENOME-0219815 3039:11802(+)

tRNA splicing ligase (CDS_0008) tRNA splicing ligase (CDS_0009)

MGV-GENOME-0296484 8503:12628(+)

CDS_0012

IMGVR_UViG_3300035657_000035|3300035657|Ga0134395_00408 6415:11907(+)

CDS_0010 CDS_0011

IMGVR_UViG_3300014958_000225|3300014958|Ga0134421_1000080|55059-106901 6415:11795(+)

CDS_0010
CDS_0011

CDS_0012

MGV-GENOME-0325630 6414:12923(+)

CDS_0012 CDS_0013

MGV-GENOME-0316296 6414:13135(+)

CDS_0013 CDS_0014

MGV-GENOME-0216290 23559:29934(-)

CDS_0037

uvig_85621 6414:12161(+)

CDS_0013 CDS_0014

MGV-GENOME-0352226 6414:12414(+)

CDS_0013 CDS_0014

IMGVR_UViG_3300045988_085660|3300045988|Ga0495776_158417 6837:12905(+)

CDS_0014 CDS_0015

IMGVR_UViG_3300045988_077719|3300045988|Ga0495776_163117 6414:12416(+)

CDS_0013 CDS_0014

uvig_320229 6391:12157(+)

CDS_0013 CDS_0014

MGV-GENOME-0310071 6391:12153(+)

CDS_0013 CDS_0014

IMGVR_UViG_3300035326_000448|3300035326|Ga0247206_000113|30481-83209 6414:12178(+)

CDS_0013 CDS_0014

MGV-GENOME-0310312 6414:13131(+)

CDS_0013 CDS_0014

MGV-GENOME-0254453 22495:29241(-)

CDS_0027CDS_0033CDS_0034

IMGVR_UViG_3300045988_104470|3300045988|Ga0495776_176864 6415:13387(+)

CDS_0013 CDS_0014

IMGVR_UViG_3300045988_080835|3300045988|Ga0495776_164436 6736:13314(+)

CDS_0010 CDS_0014 CDS_0015
CDS_0020

CDS_0021

MGV-GENOME-0329165 6736:13314(+)

CDS_0014 CDS_0015

uvig_86576 6414:13967(+)

CDS_0013 CDS_0014

IMGVR_UViG_2510065018_000001|2510065018|2510066624|32226-83879 6415:11636(+)

ADP-ribosylglycohydrolase (CDS_0006)
ADP-ribosylglycohydrolase (CDS_0007)

CDS_0012
CDS_0013

CDS_0014

MGV-GENOME-0328038 8828:16041(+)

Druantia_II__DruM (CDS_0018) CDS_0019

MGV-GENOME-0208986 6459:10510(+)

CDS_0010CDS_0011

MGV-GENOME-0273950 26078:29229(-)

ADP-ribosylglycohydrolase (CDS_0040)

uvig_423448 8891:13450(+)

CDS_0012

MGV-GENOME-0328606 8891:13200(+)

CDS_0012

MGV-GENOME-0330187 8891:13448(+)

CDS_0012

MGV-GENOME-0232696 3039:13003(+)

transcriptional regulator (CDS_0004)
CDS_0005

CDS_0006 CDS_0007 CDS_0011

uvig_178643 3039:13004(+)

CDS_0011

IMGVR_UViG_3300045988_104480|3300045988|Ga0495776_180107 8432:12745(+)

CDS_0012

uvig_46117 8891:13365(+)

CDS_0012

MGV-GENOME-0312888 3039:12173(+)

CDS_0004 CDS_0006 CDS_0011

IMGVR_UViG_3300045988_108156|3300045988|Ga0495776_181499 3039:13342(+)

CDS_0011

MGV-GENOME-0227639 6031:13648(+)

CDS_0011 CDS_0019

MGV-GENOME-0326257 8506:14029(+)

CDS_0015 CDS_0019
CDS_0020

CDS_0021

MGV-GENOME-0350199 6415:12101(+)

CDS_0010

MGV-GENOME-0272938 6780:12524(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0014)
15 16 17 18

MGV-GENOME-0327017 6459:13059(+)

CDS_0010 CDS_0012
CDS_0013

CDS_0014 CDS_0017

IMGVR_UViG_3300029332_000342|3300029332|Ga0243782_100127|7302-58295 6459:12550(+)

CDS_0010CDS_0011

IMGVR_UViG_3300000288_000071|3300000288|EM272_1000277 6459:13599(+)

CDS_0010CDS_0011 CDS_0014 CDS_0017

4000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function Defence


