
MGV-GENOME-0232149 19524:26286(+)

Arc-like repressor (CDS_0022)
CDS_0023 CDS_0024 CDS_0025 CDS_0026

CDS_0027
CDS_0028

CDS_0029

CDS_0030
CDS_0031

CDS_0032

CDS_0033

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0034)

CDS_0035

MGV-GENOME-0276920 10328:17090(-)

CDS_0021

uvig_528041 11451:18214(-)

CDS_0023

MGV-GENOME-0324745 10520:17291(-)

CDS_0016CDS_0021

MGV-GENOME-0257703 19848:26607(+)

CDS_0027 CDS_0033

MGV-GENOME-0235862 4076:10834(-)

Druantia_II__DruM (CDS_0010)CDS_0016

IMGVR_UViG_3300045988_096597|3300045988|Ga0495776_186289 10520:17277(-)

CDS_0021

uvig_282755 10328:17088(-)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0014)CDS_0021

uvig_280366 9859:17331(-)

CDS_0012CDS_0019

MGV-GENOME-0235377 9858:17085(-)

CDS_0021

MGV-GENOME-0256229 9897:17126(-)

CDS_0020

IMGVR_UViG_3300045988_097404|3300045988|Ga0495776_151891 9854:17071(-)

CDS_0019
CDS_0020

IMGVR_UViG_3300045988_118646|3300045988|Ga0495776_163796 9815:17373(-)

CDS_0020CDS_0022CDS_0023CDS_0027

IMGVR_UViG_3300045988_122681|3300045988|Ga0495776_156499 10328:17414(-)

CDS_0021CDS_0023

uvig_432744 10974:17918(-)

CDS_0021

IMGVR_UViG_3300045988_108156|3300045988|Ga0495776_181499 10705:17636(-)

CDS_0021
CDS_0022

MGV-GENOME-0323350 9854:17269(-)

CDS_0020
CDS_0021

IMGVR_UViG_3300045988_099534|3300045988|Ga0495776_168934 9540:16977(-)

CDS_0014CDS_0019

MGV-GENOME-0310312 10207:16995(-)

CDS_0022

uvig_19304 10009:16942(-)

CDS_0016
CDS_0017

CDS_0020

uvig_553837 10086:17019(-)

CDS_0020
CDS_0021

uvig_178643 10107:17293(-)

CDS_0020
CDS_0021

CDS_0022

MGV-GENOME-0276727 10009:16941(-)

CDS_0020
CDS_0021

uvig_277553 10323:17255(-)

CDS_0020

IMGVR_UViG_3300045988_087942|3300045988|Ga0495776_177714 10835:17795(-)

CDS_0021
CDS_0022

IMGVR_UViG_3300045988_082741|3300045988|Ga0495776_186292 10323:17267(-)

CDS_0021
CDS_0022

MGV-GENOME-0326044 10021:16990(-)

CDS_0020
CDS_0021

MGV-GENOME-0316296 10207:16999(-)

CDS_0023

IMGVR_UViG_3300045988_117296|3300045988|Ga0495776_149773 9583:16988(-)

CDS_0020
CDS_0021CDS_0023

MGV-GENOME-0284243 9853:17254(-)

CDS_0020
CDS_0021

MGV-GENOME-0326033 9540:16982(-)

CDS_0019
CDS_0020

MGV-GENOME-0328606 9979:17494(-)

CDS_0011CDS_0012CDS_0019
CDS_0020

CDS_0021

IMGVR_UViG_3300003146_000103|3300003146|Ga0051080_1003203 9820:17513(-)

CDS_0020
CDS_0021

CDS_0022

MGV-GENOME-0348141 12005:17734(-)

CDS_0021CDS_0023

IMGVR_UViG_3300045988_086605|3300045988|Ga0495776_183812 10053:17192(-)

CDS_0020
CDS_0021

IMGVR_UViG_3300045988_089889|3300045988|Ga0495776_147478 10589:17731(-)

CDS_0022
CDS_0023

CDS_0024

MGV-GENOME-0296484 11162:17712(-)

CDS_0024

IMGVR_UViG_3300045988_114830|3300045988|Ga0495776_171583 10568:17697(-)

CDS_0022
CDS_0023

IMGVR_UViG_3300029763_000206|3300029763|Ga0243796_100199|55341-107594 9852:17462(-)

CDS_0020
CDS_0021

IMGVR_UViG_3300045988_089895|3300045988|Ga0495776_141879 9852:17149(-)

CDS_0020CDS_0021

MGV-GENOME-0254453 19268:27048(+)

CDS_0026
CDS_0027 CDS_0033CDS_0034

IMGVR_UViG_3300045988_104470|3300045988|Ga0495776_176864 8830:16616(-)

CDS_0020
CDS_0021

IMGVR_UViG_3300045988_080835|3300045988|Ga0495776_164436 9069:16542(-)

CDS_0020
CDS_0021

CDS_0022

MGV-GENOME-0329165 9069:16542(-)

CDS_0021CDS_0022

IMGVR_UViG_3300035326_000448|3300035326|Ga0247206_000113|30481-83209 8844:16575(-)

CDS_0020
CDS_0021

CDS_0022

MGV-GENOME-0359767 9854:17197(-)

CDS_0019
CDS_0020

CDS_0021

uvig_320229 10200:16633(-)

CDS_0021
CDS_0022

MGV-GENOME-0310071 10200:16605(-)

CDS_0021
CDS_0022

uvig_300601 10229:16577(-)

CDS_0021
CDS_0022

CDS_0023

IMGVR_UViG_2510065018_000001|2510065018|2510066624|32226-83879 9682:16032(-)

CDS_0021
CDS_0022

CDS_0023

MGV-GENOME-0308639 20969:26323(+)

CDS_0030

MGV-GENOME-0272670 9897:15239(-)

CDS_0018

MGV-GENOME-0330517 9855:15476(-)

CDS_0018CDS_0022

uvig_243914 9897:15263(-)

CDS_0018

IMGVR_UViG_3300045988_080890|3300045988|Ga0495776_147494 9897:16488(-)

CDS_0018

IMGVR_UViG_3300045988_092788|3300045988|Ga0495776_169365 9897:15257(-)

CDS_0018

MGV-GENOME-0346243 9851:15265(-)

CDS_0018CDS_0021

IMGVR_UViG_3300045988_074343|3300045988|Ga0495776_150094 10076:15887(-)

CDS_0020

MGV-GENOME-0361770 10076:15879(-)

CDS_0019

IMGVR_UViG_3300045988_087461|3300045988|Ga0495776_184284 9851:15271(-)

CDS_0018

IMGVR_UViG_3300045988_085660|3300045988|Ga0495776_158417 9332:15129(-)

CDS_0020

uvig_325275 10076:15854(-)

CDS_0019

IMGVR_UViG_3300045988_082804|3300045988|Ga0495776_177153 9897:16493(-)

CDS_0018CDS_0022
CDS_0023

MGV-GENOME-0287644 20771:26951(+)

CDS_0030 CDS_0036
CDS_0037

CDS_0038

MGV-GENOME-0306876 9052:15247(-)

CDS_0017

MGV-GENOME-0361045 9009:15267(-)

CDS_0017

MGV-GENOME-0330915 7817:15253(-)

tRNA splicing ligase (CDS_0008)CDS_0016

IMGVR_UViG_3300045988_080857|3300045988|Ga0495776_169353 9052:15247(-)

CDS_0017

MGV-GENOME-0367833 9052:15940(-)

CDS_0017
CDS_0018

CDS_0019

IMGVR_UViG_3300045988_088454|3300045988|Ga0495776_150546 7817:15235(-)

CDS_0009CDS_0016

MGV-GENOME-0261547 9052:15249(-)

CDS_0017

MGV-GENOME-0338612 9009:15268(-)

CDS_0017

MGV-GENOME-0316117 20769:26959(+)

CDS_0029

MGV-GENOME-0294674 9052:15244(-)

CDS_0017

MGV-GENOME-0324878 9052:14972(-)

CDS_0014CDS_0018

MGV-GENOME-0335001 8279:14575(-)

CDS_0018

MGV-GENOME-0314420 8287:14637(-)

CDS_0018

IMGVR_UViG_3300008676_000228|3300008676|Ga0111520_100005|71257-123752 9453:15601(-)

CDS_0018

MGV-GENOME-0324293 9009:14903(-)

CDS_0010CDS_0017

IMGVR_UViG_3300045988_093649|3300045988|Ga0495776_188753 7774:14901(-)

CDS_0016

MGV-GENOME-0303186 9854:15466(-)

CDS_0015
DISARM_2__drmMII (CDS_0016)

CDS_0018

MGV-GENOME-0322147 10342:17565(-)

CDS_0018
CDS_0021

CDS_0022

MGV-GENOME-0357621 9854:16553(-)

CDS_0020
CDS_0021

uvig_85621 8844:16506(-)

CDS_0019
CDS_0021

CDS_0022

MGV-GENOME-0352226 8844:15263(-)

CDS_0019

IMGVR_UViG_3300045988_077719|3300045988|Ga0495776_163117 8302:15265(-)

CDS_0018

IMGVR_UViG_3300045988_107756|3300045988|Ga0495776_158479 11036:16705(-)

CDS_0014CDS_0020

MGV-GENOME-0305378 9801:16680(-)

CDS_0019

MGV-GENOME-0282675 7996:14940(-)

CDS_0012CDS_0017

MGV-GENOME-0279372 7996:14942(-)

CDS_0017

MGV-GENOME-0332394 7774:14652(-)

CDS_0016

MGV-GENOME-0218737 20216:25923(+)

CDS_0028

MGV-GENOME-0288932 9232:14951(-)

CDS_0018

MGV-GENOME-0315300 9231:14944(-)

CDS_0018

IMGVR_UViG_3300045988_079402|3300045988|Ga0495776_157496 7774:15162(-)

CDS_0015
CDS_0016

CDS_0017

uvig_303676 7686:15064(-)

CDS_0015
CDS_0016

CDS_0017

IMGVR_UViG_3300045988_106845|3300045988|Ga0495776_095594 7774:15147(-)

CDS_0016
CDS_0017

CDS_0018

MGV-GENOME-0222056 20535:27909(+)

CDS_0029 CDS_0030

IMGVR_UViG_3300045988_102059|3300045988|Ga0495776_152260 7936:15117(-)

CDS_0016
CDS_0017

CDS_0018

MGV-GENOME-0325678 7817:15196(-)

CDS_0015
CDS_0016

CDS_0017

MGV-GENOME-0258552 9851:14995(-)

CDS_0018

MGV-GENOME-0216547 2904:10217(-)

CDS_0014

MGV-GENOME-0369688 7774:16322(-)

CDS_0016CDS_0017

MGV-GENOME-0223842 19886:27200(+)

CDS_0029

IMGVR_UViG_3300045988_093691|3300045988|Ga0495776_164292 7774:16707(-)

CDS_0015CDS_0016
CDS_0017

CDS_0018

IMGVR_UViG_3300045988_095408|3300045988|Ga0495776_188704 7774:14873(-)

CDS_0015CDS_0016

MGV-GENOME-0245135 7774:15081(-)

CDS_0015CDS_0016

ivig_1278 7774:15598(-)

CDS_0016
CDS_0017

CDS_0018

MGV-GENOME-0334544 7774:15073(-)

CDS_0015
CDS_0016

CDS_0017

IMGVR_UViG_3300045988_121530|3300045988|Ga0495776_016870 8041:15661(-)

CDS_0017CDS_0018

IMGVR_UViG_3300014572_000148|3300014572|Ga0134457_1000019|32226-84568 9274:15658(-)

CDS_0018CDS_0019

MGV-GENOME-0273682 9009:15080(-)

CDS_0017
CDS_0018

IMGVR_UViG_3300035657_000035|3300035657|Ga0134395_00408 9009:16767(-)

CDS_0010CDS_0017
CDS_0018

CDS_0019
CDS_0020

IMGVR_UViG_3300045988_084658|3300045988|Ga0495776_151870 9009:16650(-)

CDS_0017
CDS_0018

CDS_0019
CDS_0020

uvig_379014 363:7161(-)

CDS_0009
CDS_0010

CDS_0011

MGV-GENOME-0317989 10610:17438(-)

CDS_0018
CDS_0019

CDS_0022

IMGVR_UViG_3300006487_000039|3300006487|Ga0100256_10006|9009-61034 9820:16575(-)

CDS_0013CDS_0020

IMGVR_UViG_3300045988_100410|3300045988|Ga0495776_003311 9897:16917(-)

CDS_0019
CDS_0020

MGV-GENOME-0325817 9855:16880(-)

CDS_0020

MGV-GENOME-0326007 9232:16806(-)

CDS_0018CDS_0021
CDS_0022

MGV-GENOME-0286016 9232:16805(-)

CDS_0014CDS_0018

uvig_46117 8891:14990(-)

CDS_0009ADP-ribosylglycohydrolase (CDS_0010)CDS_0016

IMGVR_UViG_3300045988_104480|3300045988|Ga0495776_180107 8432:15237(-)

CDS_0017
CDS_0018

CDS_0019

IMGVR_UViG_3300000288_000071|3300000288|EM272_1000277 9053:16827(-)

CDS_0010
ParA-like partition protein (CDS_0013)

CDS_0014
CDS_0015

CDS_0017CDS_0018

MGV-GENOME-0327017 9053:16278(-)

CDS_0010CDS_0013CDS_0014CDS_0017

IMGVR_UViG_3300029358_000005|3300029358|Ga0243818_1000466 10539:17797(-)

14
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0018)

19202122

3000 nt

DNA, RNA and nucleotide metabolism other transcription regulation unknown function Defence


