internal virion protein (CDS_0007) holin (CDS_0019)
89 10 11 12 13 14 15 1617 18 | 20 21 2223

l#

IMGVR_UViG_3300029218_000217|3300029218|Ga0168718_100189[19940-60054 6779:30347(+)

endolysin (CDS_0015)
12 13 14 [ 16 17

SAMEA2737699_al_ct43507_vs1 6779:30764(+)

endolysin (CDS_0014)
CDS 0013
CDS_0012 | | CDS 0015

IMGVR_UViG_3300029469_000111[3300029469|Ga0244168_100024|206262-245439 6931:27644(+)
CDS_0012 CDS_0016

IMGVR_UViG_3300029462_000125|3300029462|Ga0244093_100226|3-35949 6782:26932(+)

17
7 12 13 14 15 16] 18 19

uvig_2382220 6613:28977(+)

endolysin (CDS_0016)
holin (CDS_0018)
15

13 14]

RelE-like toxin (CDS_0021)
17/ 19 22

|
1w——
H

IMGVR_UViG_3300029478_000061|3300029478|Ga0244154_100349 7099:28825(+)

endolysin (CDS_0016)
15|  holin (CDS_0018)
13 14| |17

[
IR

IMGVR_UViG_3300045988_066212|3300045988|Ga0495776_189164 7099:26807(+)

endolysin (CDS_0018)
holin (CDS_0020)
15 17
12 14 [16]

_D-D_-DIDDDI-—-«-CN

19 21

IMGVR_UViG_3300029382_000596|3300029382|Ga0243901_1000172|1923-40535 7099:30144(+)

endolysin (CDS_0018)
holin (CDS_0020)
15 17

14 [16]

19) 21

|
192

IMGVR_UViG_3300029493 000109|3300029493|Ga0244010_1001068 7099:28529(+)
CDS_0013

IMGVR_UViG_3300029814_000202|3300029814|Ga0243410_100294(11192-48068 7099:28587(+)
CDS_0013

IMGVR_UViG_3300029509_000038|3300029509|Ga0244802_100621 7099:27844(+)

CDS_0014
CDS 0013 |

IMGVR_UViG_3300023289_000007|3300023289|Ga0256630_10279 7099:26193(+)
CDS_0013

IMGVR_UVIG_3300029193_000003|3300029193|Ga0168680_100424 7102:26310(+)
CDS_0013 CDS 0014

MGV-GENOME-0241883 7087:27149(+)
CDS_0013 CDS_0017

IMGVR_UViG_3300029425_000202|3300029425|Ga0243935_100695[11233-48250 7099:29228(+)

CDS_0013 CDS_0014 CDS_0015 CDS_0016

IMGVR_UViG_3300008640_000181|3300008640|Ga0111422_100431 7099:33836(+)
CDS_0012

——
uvig_424688 6694:16140(+)

16
12 13 14 15] holin(CDS_0017)

MGV-GENOME-0252058 6812:28448(+)

CDS 0013  CDS_0015
CDS 0012 [CDS 0014

MGV-GENOME-0248534 6812:27864(+)

peptidase (CDS_0015)
14
12 13 | 16 17

!—4

IMGVR_UViG_3300029495_000342|3300029495|Ga0244015_1000034(172806-211282 6804:30008(+)

CDS_0014
CDS_0013
CDS 0012 ||  CDs 0015

IMGVR_UViG_3300029489 000268|3300029489|Ga0244014.1000166]10761-48332 6804:29103(+)
peptidase (CDS_0015)

12 13 | 16

i%

OTU_2953 6822:27456(+)

endolysin (CDS_0016)
15
13 14] | 17 holin (CDS_0018)

a—
|

MGV-GENOME-0248227 7099:28154(+)

peptidase (CDS_0016)
15
13 14] | 17 holin (CDS_0018)

e
|

IMGVR_UViG_3300045988_089978|3300045988|Ga0495776_042781 7099:28172(+)

peptidase (CDS_0016)
15
13 14] | 17 18

!%

IMGVR_UViG_3300029742_000279|3300029742|Ga0245239_100067|176135-215679 7081:30269(+)

peptidase (CDS_0016)
holin (CDS_0018)
15
13 14] | 17 19

I‘i

IMGVR_UViG_3300029375_000364|3300029375|Ga0243934_1000789|10042-49006 7099:31175(+)

endolysin (CDS_0017)
16
14 15[ | 18 19

i%

IMGVR_UViG_3300029759_000239|3300029759|Ga0243843_100075[23368-61104 7099:29447(+)

endolysin (CDS_0017)
16
14 15[ | 18 19

i%

IMGVR_UViG_2895758547_000005|2895758547|2895758568|212781-251028 7099:29958(+)
16

17
13 1415/]18

IMGVR_UViG_3300045988_089056|3300045988|Ga0495776_063104 7081:27589(+)

CDS_0015
CDS_0014
CDS_0013 | | CDS_0016

IMGVR_UViG_3300045988_075282|3300045988|Ga0495776_060141 7099:26725(+)

endolysin (CDS_0017)
16
13 1415 | 18 19

!%

IMGVR_UViG_3300029455_000099|3300029455|Ga0244160_100158[11701-49871 7099:29882(+)

endolysin (CDS_0017)
16
13 1419 | 18 19

!%

IMGVR_UViG_3300029512_000187|3300029512|Ga0244798_100348]11853-50004 7099:29863(+)

endolysin (CDS_0015)
14 ] 16
12 13] | |17 holin(CDS_0018)

19—
|

IMGVR_UViG_3300045988_098441|3300045988|Ga0495776_162692 6822:28394(+)
CDS_0012 CDS_0014

IMGVR _UViG_3300029380_000543|3300029380|Ga0243900_1000563|2-35757 6712:27067(+)
CDS_0012 CDS_0014

IMGVR_UViG_3300029421_000314|3300029421|Ga0243844_100700[13386-49775 6712:27880(+)
CDS_0014 CDS_0015

IMGVR_UViG_2895761542_000001|2895761542|2895761549|3-36098 7099:27806(+)

peptidase (CDS_0016)
holin (CDS_0018)
15 transcriptional regulator (CDS_0024)
13 14] 20 2122 23| 25 26 holin(CDS_0027)

17] 19

!

OTU_1822 7099:33488(+)

endolysin (CDS_0018)
holin (CDS_0020)
17 21
12 13 14 1514 | 19| T[22

|
19—

MGV-GENOME-0244266 6712:28047(+)

peptidase (CDS_0019)
20
14 15 16 1718 2122 23 24

N
wv

i%

IMGVR_UViG_3300029447_000567|3300029447|Ga0243899_1000163|11687-54477 7099:34322(+)

10000 nt 1

head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function
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