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IMGVR_UViG_3300045988_127274|3300045988|Ga0495776_092961 37956:42785(+)
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CDS_0066 CDS_0067

O O - @a T

IMGVR_UViG_3300045988_068107|3300045988|Ga0495776_055601 37213:40647(+)
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IMGVR_UViG_3300045988_083021|3300045988|Ga0495776_092996 38567:42484(+)
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IMGVR_UViG_3300045988 098044[3300045988|Ga0495776 016034 37888:42399(+)

CDS_0069 transposase (CDS_0070) CDS_0071
MGV-GENOME-0300577 40116:45221(+)
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IMGVR_UViG_3300045988_061948|3300045988|Ga0495776_178770 41190:44684(+)

CDS_0069 transposase (CDS_0070) CDS_0071
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IMGVR_UViG_3300045988_077852|3300045988|Ga0495776_006277 40116:45221(+)
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