HicB-like antitoxin (CDS_0036)
CDS_0031 cysH_IV-B_1 (CDS_OO§3)

CDS_0028 CDS_0038
CDS_0027 cos_odssT
L CDS_0030 €DS_0037
DS_0029 | CDS 0032 CDS_0034 | | CDS_0039

I
IMGVR_UViG_3300029372_000014|3300029372|Ga0243963_100693 29000:35271(+)
CDS_0031 cysH_IV-B_1(CDS_0032)

uvig 47324 28945:34977(+)

35
32 3334 [ 36

OTU_2538 28979:36389(+)

DNA methyltransferase (CDS_0034)
31 32 33 35

!%

IMGVR_UViG_3300045988_071695|3300045988|Ga0495776_176155 27448:34365(+)

DNA methyltransferase (CDS_0034)
31 32 33 35

!#

MGV-GENOME-0258545 28852:35867(+)

DNA methyltransferase (CDS_0041)
34 38
33] 35 3637 [ 39 40 42

1%

IMGVR_UViG_3300029870_000009|3300029870|Ga0245312_100403 28775:36415(+)

DNA methyltransferase (CDS_0041)
34 38
33] 35 3637 [39 40 42

1%

uvig 192183 28731:36371(+)

26 28 DNA methyltransferase (CDS_0037)
T7 29 34 35 36 38

IMGVR_UViG_3300045988_110559|3300045988|Ga0495776_146823 27840:35564(+)

DNA methyltransferase (CDS_0035)
27 31 32 33 34 36

i#

IMGVR_UViG_3300007184_000114|3300007184/Ga0103258_100518 29786:37626(+)

phosphoadenosine phosphosulfate reductase (CDS_0035)
3637 3839

f

IMGVR_UViG_3300029471_000184|3300029471|Ga0244196_100400[4988-41803 28355:34495(+)

phosphoadenosine phosphosulfate reductase (CDS_0029)
CDS_0031
CDS_0032
CDS 0030  CDS 0034

!%

MGV-GENOME-0232573 25392:31500(+)

34
30 31 3233 cysH IV-B_1(CDS_0035)

IMGVR_UViG_3300023489_000230|3300023489|Ga0257030_100170[13256-49096 26145:33520(+)

CDS_0035
CDS_0036
CDS 0034 | | CDS_0037

IMGVR_UViG_3300045988_113578|3300045988|Ga0495776_182128 28431:33984(+)

phosphoadenosine phosphosulfate reductase (CDS_0033)
DNA methyltransferase (CDS_0039)
37
34 3536] 38 4041

%
]

IMGVR_UViG_3300008737_000004|3300008737|Ga0113999_100215 29400:37694(+)

phosphoadenosine phosphosulfate reductase (CDS_0032)
DNA methyltransferase (CDS_0038)
cysH_IV-B_1 (CDS_0035)
33 34 36 37 39

-
3
=

uvig 92107 29317:38243(+)

CDS_0039
CDS_0040
CDS 0038 | | CDS 0041

uvig 461316 32382:39076(+)

35 37
34 [36]38 39 4041 44

MGV-GENOME-0289079 29422:36326(+)

CDS_0035
CDS_0036
CDS 0034 | | cDS.0037

uvig 337566 24118:29147(+)
31 32 33 34 radical SAM domain protein (CDS_0035)

uvig_100173 20471:27309(+)
CDS_0034
CDS 0035
CDS.0033 | | CDS 0036 CDS_0041

MGV-GENOME-0230325 26187:32111(+)
Mom-like DNA modification protein (CDS_0033)

uvig_308775 29283:33702(+)
CDS_0038

MGV-GENOME-0271804 30902:34093(+)

DNA methyltransferase (CDS_0035)

L-alanyl-D-glutamate peptidase (CDS_0020) 32
19 21 27 2829 3031 [33 34 36

MGV-GENOME-0243858 13842:33457(+)

7000 nt 1

integration and excision moron, auxiliary metabolic gene and host takeover other unknown function Defence
I



