CDS_0035
CDS_0025 CDS_0027 CDS_0030 CDS_0033 fDS_OOSé RecE-like recombination exonuclease (CDS_0038)
CDS_0026 CDS_0028 CDS_0029 T CDS_0031 CDS_0032 T CDS_0034 { CDS_0037

uvig_580743 27056:34516(+)
CDS_0030

MGV-GENOME-0301188 26154:33565(+)

CDS_0030
T CDS_0031 transposase (CDS_0033)

L D00 T

MGV-GENOME-0301938 26734:35756(+)

CDS_0030
| cps 0031 CDS_0033

SAMNO09781789_al_ct7961 27201:35270(+)

CDS_0030
| cDs_0031

MGV-GENOME-0295461 26292:33899(+)
CDS_0024 CDS_0029

uvig 31530 25721:32845(+)
CDS_0028 CDS_0029

uvig_282985 25566:32725(+)

CDS_0029
CDS_0025 CDS_0030

IMGVR_UViG_3300029427_000265|3300029427|Ga0243889_1000030[131412-178253 25902:33783(+)
CDS_0031 CDS_0038

IMGVR_UViG_3300030319_000335|3300030319|Ga0244979_100190[26001-70400 27060:34034(+)

transposase (CDS_0030)
CDS_0029 CDS_0031 CDS_0036

%

IMGVR_UViG_3300045988_051656|3300045988|Ga0495776_094808 26232:34038(+)
CDS_0029 transposase (CDS_0030)

MGV-GENOME-0288794 26232:35011(+)
CDS_0029  CDS_0030

MGV-GENOME-0302053 27037:34121(+)

CDS_0030
T CDS_0031 CDS_0034 CDS_0038

uvig 592138 26733:34487(+)

CDS_0030
| cps.0031 CDS_0032 CDS_0033 CDS_0038 CDS_0039

IMGVR_UViG_3300029572_000341|3300029572|Ga0244925_100107|30346-76744 25937:34087(+)

CDS_0031
CDS_0029 CDS_0030

uvig_249914 25558:33378(+)

CDS_0033
CDS_0028 CDS_0030 CDS.0032 [

uvig_147580 25692:33955(+)
CDS_0029

uvig_259339 25800:33736(+)
CDS_0031

aa——@{ (D100

IMGVR_UViG_3300045988_077170|3300045988|Ga0495776_053895 26497:32704(+)

CDS_0029
| cps_0030

MGV-GENOME-0300912 26273:32739(+)
CDS_0031

a——C {100

i

uvig_575746 25745:32422(+)
CDS_0028

CDS_0029

IMGVR_UViG_3300045988_057111|3300045988|Ga0495776_097832 24042:30896(+)
CDsS_0025 CDsS_0029 CDS_0030

MGV-GENOME-0296309 25743:32615(+)
CDS_0029 CDS_0030

IMGVR_UViG_3300029857_000010|3300029857|Ga0245297_1000738 26221:32702(+)
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