Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0049)

dCMP deaminase (CDS_0055)
CDS_0051 dUTPase (CDS_0053)
DNA polymerase (CDS_0050) CDS_0052 CDS_005: DNA primase (CDS_0056) CDS_0057DNA helicase (CDS_0058) CDS_0059

MGV-GENOME-0288614 33680:43273(+)

CDS_0046 (CDS_0048

uvig_31181 28885:38710(+)
CDS_0053  DNA helicase (CDS_0055)

uvig 73575 34288:43253(+)
CDs_0051 CDS_0054

IMGVR_UViG_3300045988_073219|3300045988|Ga0495776_139881 34145:43132(+)
CDS_0054 CDS_0056

IMGVR_UViG_3300045988_066399|3300045988|Ga0495776_056253 33808:42826(+)
DNA primase (CDS_0048) DNA helicase (CDS_0049)

MGV-GENOME-0267189 30404:39036(+)
CDS_0052 CDS_0053

uvig_368041 35164:41774(+)
CDS_0050 CDS_0051

MGV-GENOME-0260856 32277:38555(+)

CDS_0053

MGV-GENOME-0272904 35018:40842(+)
CDS_0043

MGV-GENOME-0244992 28569:34398(+)
DNA helicase (CDS_0053) CDS_0058

IMGVR_UViG_3300045988_018568|3300045988|Ga0495776_099737 37998:43987(+)
DNA helicase (CDS_0056) DNA helicase (CDS_0057) CDS_0061
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IMGVR_UViG_3300045988_042461|3300045988|Ga0495776_139626 37082:43640(+)
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