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GVR_UViG_2700989384_000004|2700989384(2701045787|367581-378835 3017:5827(+)
CDS_0012

MGVR_UViG_2687453218_000001|2687453218|2687453670|5134388-5145194 5416:8226(-)
CDS_0005

MGVR_UVIG_2579778823 000002|2579778823\2579820962|122393 132155 1530:4206(+)
CDS_0012

MGVR_UViG_2579779110 000001|2579779110\2579855449|444108 -454304 5435:8117(-)
CDS_0012 CDS_0011 CDS_0006

IMGVR_UViG_2687453261_000002|2687453261|2687453747|5218212-5229020 4158:8228(-)
CDS_0017 CDS_0016 CDS_0013

IMGVR_UViG_2582580927_000001|2582580927|2582671412|495133-508870 6626:13583(-)
AbiU__AbiU (CDS_0019) CDS_0018 CDS_0017 CDS_0016 CDS_0013

IMGVR_UVIG_2579778827_000001|2579778827|2579821054(1245812-1258437 6286:12282(-)

Rst_DUF4238__DUF4238_Pers (CDS_0017)
CDS_0018 CDS_0016 CDS_0015

IMGVR_UViG_2579779000_000001|2579779000/2579840548|110740-123617 5962:12878(-)

Old_exonuclease__Old_exonuclease (CDS_0001)

CDS_0002
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IMGVR _UVIG_2609459787_000001|2609459787|2609494009|25039-36711 140:5072(+)
CDS_0016 Old_exonuclease_ Old_exonuclease (CDS_0015) CDS_0014

g

IMGVR_UViG_2574180135_000001|2574180135|2574212643[1784811-1797631 5658:12821(-)

CDS_0016 CDS_0015
CO— 1P
%v&uwe_%wns%s_ooooo1M953\QSMH1220737—12371@581:10126(—)
€DS.0001 CDS.0002 CDS.0003 CDS_0005
[ R, I s S )
IMGVR_UViG_2579778948_000003|2579778948|2579834084(24990-36826 438:6107(+) e D
20 19 18 Borvo_BovA (CDS_0017) 16 15 12
T T — s s
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\MGVR UViIG_2617271040_000001|2617271040|2617330467|439232-453100 5918:13869(-)
CDS_0017 AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0016)

IMGVR_UViG_2511231183 000001|2511231183|2511244657|4757935-4768822 6462:10757(-)
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